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/8 - FI20 - ABOEREE 2 OB + WALOOREERA A BERIRHO
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— ~ AL PESrEEE ] (Law of independent segregation) :

BRIF—SFEETTE » SRE— B G » SRR e MR LB 1 >

&R HIRER —E~EE L -

P1 (T/T)X P2 (1) = F1 (T/k)
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2 LA 12 0 1 - TNTEREM: » BB - HIE - FRRZT  (REMZHEFE3 11 -

T B YEE RS EHE (Law of independent assortment)

HE—REfE L RESENARIZERMS » SRS REEME - ARERSEEET
YRR TE R —FR(ERE -

P1 (T/T, Y/Y) X P2 (tt, y/y) = F1 (Th, Y/y)

A ERCERERRESEEM » P1 (T/T, YY) KP2 (t/t, y/y) » B R E: K o] & 7 hd
3| » HARER (Th, Yy) o FRTBEH (T/T, Y/Y) B (T/T, Y/y) BX (T/T, y/y) BX (T/t, Y/Y) BX
(Th, y/y) BE (t/t, Y/Y) BX (U, Yiy) BR (Ut, y/y) Z I RE » BIRTRYSREME » ¢ ley B8 M - B+
RFIIESTRYFRRA -
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F1 (T/t, Y/y) X F1 (T/, Y/y) = F2 [1 ( T/T, Y/Y) ; 2 (T/T, Y/y) ; 1 (T/T, y/y) ; 2 (TA, Y/Y) ; 4 (T/
t,Y/y); 2(Thyly); 1 (t/tY/Y) ;2 (ttY/y); 1 (t'tyly)]

W% —F1KF1 (Th, Yly) » B EAEKED » B — 20888 (T/T, Y/Y) 3K (T/T, Y/y) 2% (T/
t, Y/Y) BX (T/t, Y/y) B (T/T, y/y) 3K (T/t y/y) BX (Yt Y/Y) BX (t/t Y/y) BR (Yt yly) Z1&H © ANRT
B YBEEENE - theyBiEMY » Al FRFR2ZRIRAE (T,Y) (T, y): (t, Y) : (t,y) ZLEHEF9 : 3 :
3:1Z2KRMA - M2 > NMRTEERRYHOEFREN >« BEKK y REETRIR
M > RIS i@k S E EFE T (Tall, Yellow seeds) : EfERE Ffk afE T (Tall, Green seeds) : #&f#
MR E EFE T (Short, Yellow seeds) : JBfHIK KAk EBfEF (Short, Green seeds) ZELE9 : 3 ¢
3:1e¢

HAoACa T FR1-1717 -

BWIIMEESESIER - F1 (T/4, Y/y) XF1 (T/A, Y/y) BSF2:2 TTHEME

v TIE YIY T/T, Yy T YIY T/, Yly

Tall, Yellow seeds Tall, Yellow seeds Tall, Yellow seeds Tall, Yellow seeds
T HE Y T/T, yly TH, y/Y TH, yly

y Tall. Yellow seeds Tall, Green seeds Tall, Yellow seeds Tall, Green seeds

ty YT Y/Y. vT, Yy A, YIY tt, Yy

Tall, Yellow seeds Tall, Yellow seeds Short, Yellow seeds |Short, Yellow seeds
W T, y/Y YT, yly w, y/Y wt, yly

Tall, Yellow seeds Tall, Green seeds Short, Yellow seeds |Short, Green seeds

=~ WAE S A PEE IR S (Unit inheritance; Dependent assortment) ¢

HF— Rk ERA BRI R R S - HEERMH LR - &R HRER @1
KEH#E L -

P1 (TY/TY) X P2 (ty/ty) = F1 (TY/ty)

R ERAREREERESEREY - EEPMEEEEMER —EREeE mAEHESE
3T P1(TT, YY) KP2 (tt, yy) * TY RtyfERSHEiAEE{E » LAP1 (TY/TY) KP2 (ty/ty) "I °
Kt - pefERAD - HFARES (TYy) ©

F1 (TY/ty) XF1 (TY/ty) = F2 (1 TY/TY; 2 TY/ty; 1 ty/ty)

NE—FRF1 (TY/ty) » HEAAHED » HIZE = FRE2ATRER (TY/TY) 3 (TY/ty) B (ty/ty) Z
B » (BEREH (TY/Ty) B (TY/tY) BX (Ty/Ty) 2% (Ty/ty) B (tY/tY) (tY/ty) Z1EH - AIRTK
YRR -t Ry BREMY - Al FRR2ZERVES (TLY): (T.y): . Y): (t, y) ZHEE3:0:0:
1ZRHEA - WEZ > MRTEEERRYEOE BN > R RykEE T REBME - Al
S fEk B F fE - (Tall, Yellow seeds) : i f@fk S fk afE T (Tall, Green seeds) : BB R FH
@ fE T (Short, Yellow seeds) : #ZFEIK Kk tafE T (Short, Green seeds) ZLEES3 : 0:0: 1 ¢
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HO-CHI

14 EA - xADERER X

B R YT LIFRIR R R I sREEHTI B - R ENREREER B Ry RE R 3 - 78
BREMEE - EREERA ZWMEFERRBEFBITREEIRRER » WFEIERBRL
R o fBAER RV BB (N & 2 L RETE R R - MRERLZABFHEERE - Wt
VZHBEASEERNER - ILER A RESRER LR R - MR MEE -

ANEEEF46(E > 2385 E/ > Hh—8EXXEXY T MERIARR - AR R E G5
KR ISR E MERIERRRY 22 ¥t e e 2 | » B EilERE RO EE -
BAPE g S ARG B RN » it RRERNFERXY REEZ £ - AR R G
(XY) FHIX PR ERBEG L - YIREBERR T -

HOBHERBBRARTERBEHAEERE - BEERFAIUSESEEE REREE
(Autosomal-dominant inheritance) ~ BB H Y8858 {H (Autosomal-recessive inheritance) ~ &
MHEX-1EB#E{E (X-linked dominant inheritance) KFBMEX-THH#EH (X-linked recessive inheri-
tance) ZFPYXH ©

IR IEEEE LR - SRR L i8E# (Autosomal-dominant inheritance) ([ 1-1)
HIFERGES -

(1) F—REEEER -

(2) BERB LRI RBAETEF -

(3) KK —PHE R RIER AN E &8 EHR I —ERFEEUER -

4) B—{ERRERFHKERFEAN - EXEBHED— AGH WFRHERRA -

(5) TR AR RN EFHBEURFHIRIRN B A& FHEEGH R - MARRS RSP EERE
REREME B E B REELu NI E R (In (Lu) suppressor gene) °

FRIEH OB ER - EXAIR IR HEURRERNETE - Hrrals2—0
WERIEH - AERETERFEHEERE D - FRAFKRLFEEER - (EXRAEL -

. [ﬁgz
. CHOWC O 6 WO e

2 4 5 6 8 101 12 12
m [ i
il strseeesEnaiRmRESmaiss - SRS E : SERSETMMLLER
KB AN —ENERREEAN DR (85— EEISEE AR - SR SIS a

BREEA » HERBAED— AFBBLIRFHEEER | REPRRIBEEFHIEFHRENETEZH
BEHEERN -




6“'@ﬁwmm@
LN A SREEBHIRT 81T

B2 Y a #8538 # (autosomal-recessive inheritance) Y BLRY SR B (HE TR : (H
1-2)
(1) [EIHRATEEE R PR W Bk » S RIEA S HESEBHER -
) Rk EH L RRFKIBESZ— -
) HARHEF BnStas -
@) BLHBIABAEE - MAERPREEKRESRBEEIIERA -

e

1 2 5 6
S AR R
BEREmAE EH g) Ig]—\ 5 |_—Jj CB
BARKEEEEISS s
B 48 B0 38 1 2 5 R SR 25 % T
Uk o N TEAL FREN EL B 4)1 %]2 g) ‘
W REmnwelEE WV
HIKI R = —  EA B B
EBROEREE - (BLEH @@ REABARGAASE X
KEFEE)

BPEX-TEIE 8 {HFF (X-linked dominant inheritance) : ([&1-3)

(1) SRR EE - KB EH WBEURE 2R -

Q) ZHEEETRMES P AEESE -

Q) FHEENZ A2 EEERIBURER » MR TRIZHTEZEBE K -

@) ZHEBEFUHEAFRLHESE —PrREaEHE I —BURER -

() IR LB FERFIE M (Homozygous) fRIFAMEBEERAIEE » AR FRLRITEHER -
fn Y 2 R Fh B REPE X -1 B8 (E RO Bl F £ Xg* gene

BB P X- PRI B (S HI 2 M2 SR R R > R F3% » B RSRFER
% WHERAEBRETREEERFS §3%K - TERFR/| > HHRRETFERS
T o BRYEX-PERHE (oK OB (FE L e Fr e - (E1-4)

(1) BHERERASR - wHEBEBR -

() BERB gL ERERERAE LR - EERBTERE (EXFR) » AETER
B 2B KK 2 —HB K -

Q) BRIAEAERERET -

@) ZHEBREREGE o2 —EeaEILERERG LR - EERSHFERE - the =
2RISR B BRERG R - (FHBER - BEUEX-MEEERE AT HH
Rz dR o



