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DNA double-strand breaks

DNA double-strand breaks repair
double-stranded RNA
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glutamic acid-leucine-arginine motif
epithelial-mesenchymal transition
endothelial nitric oxide synthase
endothelial progenitor cells
erythropoietin

EPO receptor

epithelial cell kinase

estrogen receptor; endoplasmic reticulum
estrogen response element
extracellualr signal-regualted kinase
embryonic stem cells

epithelial specific antigen
endocrine therapy

environmental tobacco smoke
enhancer of zeste homolog 2

Fanconi anemia

fas-associated death domain

focal adhesion complexs

focal adhesion kinase

familial adenomatous polyposis
Fas-ligand .

U.S. Food and Drug Administration

- fibroblast growth factor

FGF receptor

fragile histidine triad
fluorescence in situ hybridization
formylpeptide receptor
follicle-stimulating hormone
farnesyltransferase inhibitor

glucose~-6- phosphate dehydrogenase



GADD45

GAP
G-CSF
GCvV
GDIs
GDNF
GEF

GF

GFR
GIST
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HIF-1
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growth arrest and DNA damage-inducible
protein 45

GTPase activating protein
granulocyte-colony stimulating factor
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guanine nucleotide dissociation inhibitors
glial cell-derived neurotrophic factor
guanine nucleotide exchange factor
growth factor

growth factor receptor

gastrointestinal stromal tumor
granulocyte macrophage-colony stimulating
factor

gain of function

G protein coupled receptor

glutathione peroxidases

growth factor receptor-binding protein 2
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hepatocyte growth factor/scatter factor
Hedgehog

human herpesviruses ~ 8/KSHV Kaposi
sarcoma herpesvirus

hypoxia inducible factor-1

human immunodeficiency virus

histone lysine methyltransferases
Hodgkin lymphoma

human leukocyte antigen
helix-loop-helix
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Helicobacter pylori

HP1
HPV

HR
HSCs
HSP
HSR
HSV-TK
hTEP]
hTERT
HTLV-1
hTR

1AP

ICAM

ICR

id

IFN

IGF-1
IGF-2
IGF-2/M5PR
IGFBPs
IGFR

ixB

IKK

IL

ILK

ING

INT1

INK4
INK4a/ARF

KGF
KIR
KS
KSHV

LAK
LANA
LATS
LEF

&g 3

heterochromatin protein 1

human papilloma virus
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human telomerase reverse transcriptase
human T-cell leukemia virus~1
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kilobase pair

keratinocyte growth factor
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LMVD
LNA
LOH
LOI
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LSD1
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Mab
MAGE
MAP
MAPK
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MCP-1
M-CSF
MDM2
MDR
MDS
MDSCs
MeCP
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MPTP
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MTA
mTOR
MVD
MyDS88

NAC
NAT
N-CoA
N-CoR

latent membrane protein
lymphatic microvessel density
locked nucleic acid

loss of heterozygosity

loss of imprinting
lipopolysaccharide
lysine-specific demethylase 1
leukemia stem cells
lipoteichoic acid
leukotriene B4
long terminal repeat
monoclonal antibody

melanoma antigen-encoding gene
mitogen-activated protein

MAP kinase

methyl CpG binding domain proteins
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mini chromosome maintenance
monocyte chemotactic protein-1
macrophage-colony stimulating factor
mouse double minute chromosome 2
multidrug resistance

myelodysplastic syndromes

myeloid derived suppressor cells
methyl CpG binding protein
MAPK/Erk kinase

multiple endocrine neoplasia
membrane estrogen receptor
mesenchymal-epithelial transition
O6~-methylguanine DNA methyltransterase
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major histocompatibility complex
microRNAs

microsatellite instability
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multiple myeloma

matrix metalloproteinase
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mitochondrial outer membrane permeabilization
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myeloid differentiation factor 88
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nuclear receptor coactivator
nuclear receptor corepressor
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NSAIDs
NSCLC
NTM
NuRD
NURF

ODC
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PAF
PAHs
PAI
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PAMPs
PARs
PARP1
Pax2
PCD
PecG
PCNA
PCR
PDGF
PDGFR
PDK
PEDF
PEST

Notch extracellular domain

NF-«B essential modifier/TKKr
nucleotide-excision repair

nuclear export signal

nuclear factor «B

nerve growth factor

NGF receptor

non-homologous end joining
non-Hodgkin lymphoma

Notch intra cellular domain
NF-«B-inducing kinase

natural killer cell

natural killer T cells

nuclear localization sequence
non-metastatic 23

nitric oxide

nasopharyngeal carcinoma
NAD(P)H: quinone oxidoreductase 1
neuropilin

nonsteroidal anti-inflammatory drugs
non small cell lung carcinoma

Notch transmembrane fragment
nucleosome remodeling histone deacetylase
nucleosome-remodeling factor

ornithine decarboxylase
8-oxoguanine DNA glycosylase 1
oncogene induced senescence
osteopontin

odds ratio

origin recognition complex

open reading frame

plasminogen activator

platelet activating factor

polycyclic aromatic hydrocarbons
plasminogen activator inhibitor
pZ2l-activated protein kinases,Paks
pathogen-associated molecular patterns
protease-activated receptors

poly ADP ribose polymerase 1
paired box 2

programmed cell death

polycomb group

proliferating cell nuclear antigen
polymerase chain reaction
platelet-derived growth factor
PDGF receptor
phbsphoinositide—dependent kinase
pigment epithelium derived factor

praline glutamate serine threonine rich



P4
PGE2
PGF
PGN
Ph
PH
PI3K
PIP2
PIP3
PKA
PKB
PKC
PLC
PMA
PML
POT 1
PPARY
PR
PRAK
pRb
PRC
PS
PSA
PTB
Ptc
PTEN

PTGS
PTK
PP

PUMA

RA

RAM
RANK
Rap!
RAR
RARP?
RASSF1A
Rb

RdRp
RER
RFLP
RGD
Rheb
RhoGDI2
RING
RIP
RISC

sequence
platelet factor 4

prostaglandin E2

placental growth factor

peptidoglycans

Philadelphia chromosome

pleckstrin homology domains
phosphatidylinositol 3-kinase
phosphatidylinositol (4,5) diphosphate
phosphatidylinositol (3,4,5) triphosphate
protein kinase A

protein kinase B/AKT

protein kinase C

phospholipase C

phorbol-12-myristate— 13- acetate = TPA
promyelocytic leukaemia

protection of telomeres 1

peroxisome proliferator-activated receptor ¥
partial response; progesterone receptor
p38-regulated/activated protein kinase
retinoblastoma protein

polycomb repressor complexes
phosphatidylserine

prostate-specific antigen

phosphotyrosine binding

patched

gene for phosphatase and tensin homolog
deleted on chromosome ten
post-transcription gene silence

protein tyrosine kinase

phosphotyrcsine phosphatase, permeability
transition pore

p53-upregulated modulator of apoptosis

retinoic acid

RBP Jx associated molecule sequence
receptor activator of NF-«B

repressor activator protein 1

retinoic acid receptor

retinoic acid receptor 82

Ras association domain family member 1
retinoblastoma protein
RNA-dependent RNA polymerase
replication error

restriction fragment length polymorphism
Arg-Gly- Asp

Ras homolog enriched in brain

Rho GDP dissociation inhibitor 2
really interesting new gene

receptor interacting protein
RNA-induced silencing complex

RLF
RNA}
RNS
ROCK

ROS

R point
RR

RTK
RT-PCR

SEK.
SA-B-Gal
SAC
SAHFs
SARMs
SCE

SCF

SCLC
SDF-1
SERDs
SERMs
SF
SFRP
SHI
SH2

SH3
SH-PTPs

sir
siRNAs
siRNP
SKp2
Smad
Smo
SMRT

SNGG/BSCGH

SNP

SOCS

SOD

Sos

SRC1

SSBs repair
STK11
STAT

g in)

replication licensing factors

RNA interference

reactive nitrogen species

Rho associated coiled coil forming protein
Kinase

reactive oxygen species

restriction point

relative risk

receptor tyrosine kinase

reverse transcriptase polymerase chain
reaction

$6 kinase

senescence-associtated B- Galactosidase
spindle assembly checkpoint

senescence associated heterochromatin foci
selective androgen receptor modulators
sister chromatid exchange

stem cell factor, Skpl - Cullin - F - box
ligases

small cell lung carcinoma

stromal cell-derived factor 1

selective estrogen receptor down regulators
selective estrogen receptor modulators
scatter factor

secreted frizzied-related proteins

Src homology domain 1, tyrosine kinase
Src homology domain 2, phosphotyrosine
binding

Src homology domain 3, proline rich
binding

the SH2 - containing phosphotyrosine
phosphatases

silent information regulator

short interfering RNAs

small interfering ribonucleoprotein complex
S-phase kinase-associated proteim 2
mothers against decapentaplegic
Smoothened

silencing mediator for retinoid thyroid-
hormone receptor

human 7-synuclein/breast cancer specific
gene 1

single nucleotide polymorphism
suppressors of cytokine signaling
superoxide dismutase

son of sevenless

steroid receptor coactivator 1

DNA single-strand breaks repair
serine-threonine kinase 11/LKB1

signal activator of

transducer and



6 MEEMMEEBMSFESSE

SULT
SUMO
SV49

Te

Th
Tregs
TAA
TAFs
TAM
TAMs
tBid
TBPs
TCF
TCR
TERT
TGF-«
TGF-8
TGF-8R
TF
THBSI]
Tiam- 1 gene
TINZ
TIL
TIMP
TK
TKIs
TLRs
TLS
™
TNF
TNFR
tPA
TPA

transcription

sulfotransferases

small ubiquitin-related modifier
Simian virus 40

cytotoxic T cell

helper T cell

regulatory T cell

tumor associated antigen
tumor-associated fibroblasts
tamoxifen

tumor-associated macrophages,
truncated Bid

telomere binding proteins

T cell factor

T-cell receptor

telomerase reverase transcriptase
transforming growth factor-«
transforming growth factor-8
TGF-8 receptor

transcription factor
thrombospondin 1

T-lymphom invasion and metastasis gene
TRF1- interacting nuclear protein 2
tumor infiltrating lymphocyte
tissue inhibitor of metalloproteinase
tyrosine kinase

tyrosine kinase inhibitors

Toll like receptors

translesion DNA synthesis
transmembrane

tumor necrosis factor

TNF receptor

tissue-type plasminogen activator
12-O-tetradecanorl phorbol-13 acetate =
PMA

TR
TRADD
TRAF
TRAIL
TRF

TSA
TSC1
TSC2
TSG
TSP-1
TUNEL

UGTs
uPA
UPD
uprp
uv

VCAM
VEGF
VEGFR
VHL

VM

VPF

VE- cadherin

WAF1,/CIP

xXP

AZT

thioredoxin reductase

TNFR -associated death domain

TNF receptor associated factor
TNF-related apoptosis inducing ligand
telomerase regulatory factor; telomeric-
repeat binding factor; telomeric restriction
fragment

tumor specific antigen, trichostatin
tuberous sclerosis complex 1
tuberous sclerosis complex 2
tumor suppressor gene
thrombospondin- 1
terminal-deoxynucleotidyl transferase

mediated nick end labeling

UDP- glucuronosyltransferases
urokinase-type plasminogen activator
uniparental disomy

ubiquitin-proteasome pathway

ultraviolet

vascular cell adhesion molecule

vascular endothelial growth factor = VPF
VEGEF receptor

von Hippel-Landau

vasculogenic mimicry

vascular permeability factor= VEGF
vascular endothelaial cadherin

wild-type p53-activated fragment 1/CDK~-
interacting protein

xeroderma pigmentosum

Zidovudine
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