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L1 HPR5yr T-YaiSEe i

I 5 A 7 22 ) P R P S B 1A 25 b 5k R RN 2B 1 R 03 0 P A T O
BHELGEMNPIRMWES (Sun 2, 2009), WAZERFSIERE. REFES i
rEdEM S, FEAMAEYERENEEA—TERKPE. DNA, RNA,
BEMRA, NP EEM. BOEFsERmRY, B—RENEET
ELEFEREFRAE. EAREHN. F5MEERERNEYEIE. BB
A—MFMMES: BEKA TARRENEIE, B miroarray, HiEEN
FFHAR. SAGE iR, GC/LS %, #i WM BRWEIE, NARWEY¥ZE
HWREXERGEWEYERR. AT, SFEEEEAR SR RAF LA FEbR
MR T AP EER MRS, FIT R E B VIR ERB L& AR & MEHEERN
BHTHR,

Hul, 717 /9 % 38 & 0 5 Entrez Gene, UniProt, Gene Ontology.
EMBL. OMIM, PubMed. KEGG % . BiolDMapper #] )%} NCBI, UniProt,
KEGG % AR 4% & 2 [8] # DNA, RNA, & H % K50 F #4740 5 5 e,
B ERAR D RG, RYET - EEHNEY ¥ UE (Bussey %, 2003;
Alibes %, 2007), BiolDMapper ¥ 14 1 /2 & F NCBI 1 UniProt ( Apweiler
%, 2004) W, JHFERSMRA R EKAFE (XML Al RCur) 9 EEEH EIF %
SE o

1.2 BiolDMapper F# ¥ 5
BiolDMapper H 2008 4EFF & 52 J5, 2008—2010 4E &5 e A8 £ CRAN |-

(https: //cran. r-project. org/), 2010 4ELLJE, B4R FEMEAE sourceforge |, F
btk & https: //sourceforge. net/projects/bioidmapper/
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1.3 RHEEKR

BiolDMapper T 2% 3 L) T RF M R 4.

1. L% RCurl M8

(1) %% curl (7.14.0 S{EFMA) https: //curl. haxx. se,
(2) %% R %4 RCurl,

install. packages("Recurl")

2. 2% XML (EEkmETEZ R XML L3 UH)
(1) 2% libxml2 (=2.6.3).
(2) &¥ R¥EMHE:. XML,

install. packages("XML")
1.4 BRiUBR
BiolDMapper & —/~4E 5B At A i K $HE 2 (NCBI #1 UniProt) B R

B (B 1-1), NCBI 2t F 5 K B 77 fiff 2 R AR 5E (5 B M B % UniProt
TR A 2K 1 (S B A7 . BiolDMapper AJ A FH F 5 45 A [R) 848 2 4 59

A
v d BARE R
< l>\ A

L V; Q BT

BREF

XML & BEREF
P — |
: Py |
ST . USR] |
|
L .

B 11 R



% 1% BiolDMapper: £ A S T RIDERR S

1D, £33 DNA, RNA, EABRAMGHSEEY RS T ERAOFZEEEKRMN
%, B Windows Fil Linux F#liX52 . H1F NCBI 1 UniProt &} f)
AR RS, K LB A RE ID, Eilt BiolDMapper £x H #hi#F47414H
ARG SR A4t A i F P BRI BT A B . R4S B AR B L8 .

BiolDMapper ¥ A B 4~ 2. Configure 1 MAP, Configure 2§ £l &
parseXML, setupMap fl setupBridge 3 >R %L, MAP & | f14% Convert Fl
Validate P~ eki % . BAEFEILAE 1-2.

1-2  BiolDMapper ##4~2%: Configure #l MAP

Gl 43527438 NCBI #1 UniProt f98F % (/& 1-3). BiolDMapper 7] L) iE
it GI 44521 NCBI #1 UniProt 4%, F56# 59 Fi44 ID (R 1-1).

Total 16 types of IDs Total 43 types of IDs

rame ) Crasn

N %

GINumber ~ <—————7>  UniProtID
Kl 1-3 ID¥EHURE
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11 SOMEMALTFIDER

H®S  EYES KRB P m Ak
1 GI number NCBI https: //www. nebi. nlm. nih. gov/Sitemap/ sequencelDs. html
2 Pubmed id NCBI https: //www. ncbi. nlm. nih. gov/pme/ pmetopmid/ # converter
3 GEOid NCBI  https://www. ncbi. nlm. nih. gov/geo/
4  OMIM id NCBI https://www. ncbi. nlm. nih. gov/omim
5 SNPid NCBI  https://www. ncbi. nlm. nih. gov/snp
6  UniGene cluster id NCBI https://www. ncbi. nlm. nih. gov/unigene
7 UniSTSid NCBI ftp: //ftp. ncbi. nih. gov/pub/ProbeDB/legacy unists/
8  Popset id NCBL  https://www. ncbi. nlm. nih. gov/ popset
9 MMDBid NCBI https://www. ncbi. nlm. nih. gov/Structure/ MMDB/ mmdb. shtml
10 3DSDIid NCHI https://www. nchi nlm. nih. gov/cdd
n F ML o et s
12 TAXID NCBI https: //www. ncbi. nlm. nih. gov/ taxonomy
13 Genome id NCBI https: //www. ncbi. nlm. nih. gov/genome/
14 PubChem Compound id NCBIL https.: //pubchem. ncbi. nlm. nih. gov/
15 PubChem Substance id NCBIL https://pubchem. ncbi. nlm. nih. gov/
16  PubChem BioAssay id NCBI https://preview. ncbi. nlm. nih. gov/ peassay
17 NNNNNN Boundary
18  GI number UniProt  https;//www. nchi. nlm. nih. gov/Sitemap/ sequencelDs. html
19 UniProtKB Accession UniProt  http: //www. uniprot. org/
20 UniProtKB id UniProt  http: //www. uniprot. org/
21  PIR Accession UniProt  https://www. ncbi. nlm. nih. gov/ protein
22 Enzyme Commission UniProt  https://en. wikipedia. org/wiki/Enzyme_Commission_number
23 GOid UniProt  http://geneontology. org/
24  Entrez Gene id UniProt  https://www. ncbi. nlm. nih. gov/gene
25 EMBL id UniProt  http://www. ebi. ac. uk/ena
26 ENSEMBL id UniProt  http: //ensemblgenomes. org/
27  UniGene id UniProt  https;//www. ncbi. nlm. nih. gov/unigene
28 TAIR id UniProt  http: //www. arabidopsis. org/
29 TIGR id UniProt  http: //blast. jevi. org/ euk-blast/index. cgi? project=osal
30 KEGG id UniProt  http: //www. genome. jp/kegg/
31 NCBI Taxon id UniProt  https://www. ncbi. nlm. nih. gov/taxonomy

o 4 e
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32 OMIM id UniProt  https://www. ncbi. nlm. nih. gov/omim

33 Ecogene id UniProt  http://www. ecogene. org

34  Flybase id UniProt  http: //beta. flybase. org/

35 GENEDB SPOMBE id UniProt  http: //www. uniprot. org/

36 GERMONLINE id UniProt  http://www. uniprot. org/

37 GRAMENE id UniProt  http: //gramene. org/

38 HIVid UniProt  http: //www. uniprot. org

39 1IPI UniProt  http: //www. uniprot. org

40 PDBid UniProt  http: //www. resb. org/ pdb/home/ home. do

41 REBASE id UniProt  http://www. uniprot. org

42 Refseq Accession UniProt  https://www. ncbi. nlm. nih. gov/ refseq

43 SGDid UniProt  https://www. yeastgenome. org/

44 TRANSFAC id UniProt  http://gene-regulation. com/ pub/databases. html

45 WORMPEP id UniProt  http://www. uniprot. org

46 UniRef100 id UniProt  http://www. uniprot. org

47 UniRef90 id UniProt  http;//www. uniprot. org

48  UniRef50 id UniProt  http: //www. uniprot. org

49  InterPro id UniProt  http://www. ebi. ac. uk/interpro/

50 Medline id UniProt  https://www. nlm. nih. gov/bsd/ pmresources. html

51 PFAM id UniProt  http://pfam. xfam. org/

52 PIRSF id UniProt  http; //pir. georgetown. edu/ pirwww/ dbinfo/ pirsf. shtml

53 PRINTSid UniProt  http: //www. uniprot. org

54 PRODOM id UniProt  http: //www. uniprot. otg

55 PROSITE id UniProt  http://www. uniprot. org

56 PMID UniProt  http://www. uniprot. org

57 SMART id UniProt  http: //www. uniprot. org

58 TAXGRPID UniProt  http: //www. uniprot. org

59 TIGRFAMS id UniProt  http: //www. uniprot. org

60 TRANSFAC id UniProt  http://www. uniprot. org

1.5 ZhaEMIv

B RGO RAEY ID B4, | bio. type() BREEA. KTz
e 5 e
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DABRAE 3 FRTNBE. ID #He. EEMBUE . FHIhiERH bio. convert()
BOESLE R s EREThEERT LAfE H bio. link () %Y, MBHE S HTMEZEZH A
PRESE : bio. sum() Fl bio. select() .

1.5.1 44 ID&E#E (bio. type)

bio. type <<— function(type2id)

WRBERITA RAES KA RS F IDER. HATRS R 59 fdy
ID, AT R AT E—NSH . type2id,

type2id 244 ID # R P EE 5D, WRESENZE, W EBRRSE X
FERIET A A4 ID(59 F), st BB AN EY ID Bk, MRS HEELY
1D ¥ 3 H A 4S , DU [ FE L B9 A2 ) K F 2 FR IR S BR AV KA T4
FR T £538 [ FH . A9 42 9 D S fi e b O 4 fis

> bio. type()

Biokey number BiolDs Sources
[1,]"1" "GI number" "NCBI"
[2,]"2" "Pubmed id" "NCBI"
[3,]1"3" "GEO id" "NCBI"
[4,]"4" "OMIM id" "NCBI"
[a8g] ™™ "SNP id" "NCBI"
[6,]"6" "UniGene cluster id" "NCBI"
[7s] 7" "UniSTS id" "NCBI"
[8,] "8" "Popset id" "NCBI"
[9,]"9" "MMDB id" "NCBI"
[10,] "10" "3D SDI id" "NCBI"

> library(BioIDMapper)
> bio. type(5)

[1] "SNP id"
(B R BRT LUK “SNP id” B3, SNP §94E M4ais 2 “57,
> bio. type( "SNP id")

[1]5

« 6 o



