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div alent heavy-metal cations transporter
heavy metal tran slocating P-type ATP ase _
ZntA
zneC
heavy metal efflux system,outer membrane lipoprotein
heavy metal transport/detoxific ation prtein l
hmrR
heavy metal —associated protein
CusS
CusR
CusC
CusB
AR
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CusA, Cu(l)/Ag(l) efflux system membrane protein CusA/SIlA;
CusB,Cu(l)/Ag(l) efflux system membrane protein CusB/SilB;

CusC, Cu(l)/Ag(l) efflux system outer membrane protein CusC/SilC,

CusS, heavy metal sensor histidine kinase cuss;

CusR, copper resistance phosphate regulon response;

zenC, heavy metal cation tricomponent efflux outer membrane porin ZneC;
zentA, heavy metal-(Cd/Co/Hg/Pb/Zn)-translocating P-type ATPase ZntA;
hmrR, heavy metal resistance transcriptional regulator HmrR
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