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A adenine Jig LR
alanine NER
AD activation domain B
AFLP amplified fragment length PHREBRRELESE
polymorphism
ADP adenosine diphosphate MR iR
AIDS acquired immunodeficiency syndrome FK13 M R IZBLFGLE-G1E , R
AlF apoptosis inducing factor FATERE T
Ala alanine HER
AMP adenosine monophosphate B (—B%) B’
Amp-FLP amplified fragment length UHERFBRKEZSH
polymorphism
APC anaphase promoting complex M EHEIEEY
APP amyloid precursor protein EMHEEORIEEA
Arg arginine HER
ARP actin-related protein Mzt EHHXEAH
Asn asparagine KXWl
ASO allele-specific oligonucleotide FUREARRHERTR
Asp aspartic acid REHMR
ATP adenosine triphosphate R =B8R
BCR breakpoint cluster region W7 o B X 35
bp base pair BT
C cytosine Y e U
C cysteine ERER
CaM calmodulin WIREL,MEE
cAMP cyclic adenosine monophosphate WRE (-8R
CAP catabolite gene activator protein SR EREBERA
cede cell division cycle gene 4 M A ERE
Cdk cyclin-dependent protein kinase IR R ASEAE sh iR =R
¢GMP cyclic guanosine monophosphate HESH ()R
CGRP calcitonin gene-related peptide P 45 R B A R K
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CML
CMP
C-one
CRE
CREB

Cys

D

dAMP
dBcAMP
DCM
dCMP
ddATP
ddCTP
ddGTP
ddNTP
ddTTP
DEAE - #i B 4%
DG

dGMP
dGTP
DNA
DNA-BD
DNA pol I
DNA polll
DNP
dNTP
dTMP
dTTP
dsRNA
dUMP

EG
EGF
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ER
ES

chronic myelogenous leukemia

cytosine monophosphate

cellular oncogene

cAMP response element

cAMP response element
binding protein

cysteine

aspartic acid

deoxyadenosine monophosphate
double butyryl cAMP

dilated cardiomyopathy
deoxycytidine monophosphate
dideoxyadenosine triphosphate
dideoxycytidine triphosphate
dideoxyguanosine triphosphate
dideoxynucleoside triphosphate
dideoxythymidine triphosphate
diethylaminoethyl dextran
diacylglycerin

deoxyguanosine monophosphate
deoxyguanosine triphosphate
deoxyribonucleic acid
DNA-binding domain

DNA polymerase |

DNA polymerase [II
deoxyribonucleoprotein
deoxynucleoside triphosphate
deoxythymidine monophosphate
deoxythymidine triphosphate
double-strand ribonucleic acid

deoxyuridine monophosphate

glutamic acid

embryonic germ cell
epidermal growth factor
eukaryote initiation factor
endoplasmic reticulum

embryonic stem cell
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FAD

GAP
CcDhP

GF

Gi

GIP

Gln

Glu

Gly
GM-CSF

GMP

GA

GB

G,D
G;Q,G,0
G,T

Gs

GTP

G0

G,T

HGPRT

His

HIV
HLA
HSP

IAP

phenylalanine

flavin adenine dinucleotide

guarfine

glycine

GTPase activating protein

guanosine diphosphate

growth fraction

inhibitory G protein

general insertion protein

glutamine

glutamic acid

glycine

granulocyte/ macrophage
colony-stimulating factor

guanosine monophosphate

Gy A subphase

G, B subphase

G, differentiation subphase

Gy quiescent subphase

G transitional subphase

stimulatory G protein

guanosine triphosphate

G, quiescent subphase
G, transitional subphase

histidine

hypoxanthine , aminopterin , thymidine

hypoxanthine guanine phosphoribosyl
transferase

histidine

human immunodeficiency virus

human leucocyte antigen

heat shock protein

isoleucine

inhibiting apoptosis protein
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ICM
IEF
IFAP

IGF

lle
.-4
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IMF
IMP
INF -7y
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Leu
LHON
LIF
LINE
LTP
Lys

MAP
MAP

MDR
Met
MF
MPGF
MPF
MPF
mRNA
MS
mitDNA
MTOC

inner cell mass

isoelectric focusing

intermediate filament-associated
protein

insulin-like growth factor

isoleucine

interleukin — 4

interleukin ~ 2

inhibitor of mitotic factor

inosine monophosphate

Y — interferon

inositol 1,4,5 — trisphosphate

lysine

leucine

leucine

Leber’ s hereditary optic neuropathy
leukemia inhibitory factor

long interspersed nucleus element
long-term potentiation

lysine

methionine

mitogen-activated protein

microtubule-activated protein,
microtubule-associated protein

multidrug resistance

methionine

mitotic factor

male pronucleus growth factor

maturation promoting factor

M-phase promoting factor

messenger RNA

mass spectrometry

mitochondrial DNA

microtubule organizing center

asparagine
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NAD
NADPH

NF

NGF
NOR
NOS
NTP

0sCp

PAGE
PCR
PDCGF
P-DNA
PEG
Phe
PIP,

PKA
PKB
PKC
PKU
PLC
PNA
PolyA
PPLO
. Pro
PRPP
PrP*
PrP™
PeP>
PTGS
PVDF

nicotinamide adenine dinucleotide

reduced nicotinamide adenine
dinucleotide phosphate

neurofilament protein

nerve growth factor

nucleolar organizing region

nitric oxide synthase

nucleoside triphosphate

oligomyein sensitivity

conferring protein

proline
polyacrylamide gel electrophoresis
polymerase chain reaction
platelet-derived growth factor
pachytene stage DNA
polyethyleneglycol
phenylalanine
phosphotidylinositol

4,5 — bisphosphate
protein kinase A
protein kinase B
protein kinase C
phenylketonuria
phospholipase C
peptide nucleic acid
polyadenylic acid
pleuropneumonia-like organism
proline
phosphoribosyl pyrophosphate
prion protein cellular
prion protein proteinase resistant
prion protein scrapie
post-transcriptional gene silencing

polyvinylidene difluoride

glutamine
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R

rRNA
rER
RF
RFLP

SCF
SCNT
SDS-PAGE

Ser
sER
SINE
siRNA
SNP
snRNA

SRE
SRF
SRP
SSB
SSCP

ST
STR

arginine

restriction point

ribosomal RNA

rough endoplasmic reticulum

release factor

restriction fragment length
polymorphism

RNA-induced silencing complex

ribonucleic acid

RNA interference

riboniucleoprotein

Rous sarcoma virus
receptor tyrosine kinase
Y-tutulin ring complex

ribozyme

serine

stem cell factor

somatic cell nuclear transfer

sodium dodecyl sulfate —
polyacrylamide gel electrophoresis

serine

smooth endoplasmic reticulum

short interspersed nuclear element

small interference RNA

single nucleotide polymorphism

small nuclear RNA

S quiescent subphase

serum response element

serum response factor

signal recognition particle

single-strand DNA-binding protein

single-stranded conformation
polymorphism

S transitional subphase

short tandem repeat

- thymine

threonine
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