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01.001 | B genetics

01.002 | 1 ffa it 2 cytogenetics

01.003 | BB BIE% cell genetics

01.004 | {42 ffa 8 {5 2% somatic cell genetics

01.005 | Xk E 153 developmental genetics N “kHEREE.

01.006 | T4 Y B{E¥ microbial genetics

01.007 | AHEBIE¥ bacterial genetics

01.008 | 4:1kiife2# biochemical genetics

01.009 | 7 FitfE2 molecular genetics

01.010 | A4y T[] biotechnology

01.011 | 4 F4A M52 | molecular cytogenetics :

01.012 | mR L2 reverse genetics EEIMERE S —
FEmERET, B
RETERNEHFARK
N, BEEX RN
BAEZBR L.

01.013 | Y BfE¥ plant genetics :

01.014 | zh¥ 1L animal genetics

01.015 | 45845 biometrical genetics

01.016 | il B1E¥ statistical genetics

01.017 | ¥ &85 quantitative genetics

01.018 | B {xBtiL population genetics

01.019 | #H{k L% evolutibnary genetics

01.020 | AL human genetics

01.021 | E2EiB{E# medical genetics

01.022 | G K BfE2 clinical genetics

01.023 | EERE¥ medico—legal genetics, forensic

genetics

01.024 | s F L2 pathogenetics

01.025 | A4 di2 pharmacogenetics

01.026 | = H 5% physiological genetics

01.027 | B¢ immunogenetics, immunological

genetics
01.028 | 11 R B1E% behavioral genetics
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01.029 | ZtE% karyogenetics
01.030 ﬁﬁ]‘]ﬁﬂs"’;" radiation genetics
01.031 | HFEHEBEY toxicological genetics
01.032 | = 58EF ecological genetics, ecogenetics
01.033 | BEEBE syngenetics
01.034 | 4% eugenics
01.035 | HRIL A& negative eugenics NFR MBI
| | #(preventive eugenics)”.
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FEAFRIMER
PR, DIMEALE
BERENBE.
01.036 | LRI euphenics
01.037 | {12 euthenics
01.038 | Hfufa k2 _ chromosomology, chromosomics
01.039 | Hefa ik T#[¥] | chromosome engineering
01.040 | B2 karyology, caryology
01.04]1 | BB karyomorphology
01.042 | EERI 2% '| karyotaxonomy
01.043 | E2H gene theory
01.044 | LRF 2 polygenic theory
01.045 | & f8/RiEfEE# | Mendel’s law of inheritance,
Mendel’s laws
01.046 | BB EE law of segregation
©01.047 | M RIERE law of independent assortment N ‘BHASE
.
01.048 | A:13f638% | bioethics AL T
sk, s TR,
HEBHEEREYD
: R {3 7] B
01.049 | Bk dermatoglyphics
01.050 | =AF 4, mutation theory
01.051 | —#FHE—Z% KR | one—gene one—polypeptide
i) ~ hypothesis
01.052 | —#H —E5{Ei% | one—gene one—enzyme hypothesis
01.053 | #IER R B4k | chromosome theory of
W ~ inheritance
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01.054 | 2z LR BE chiasmatype hypothesis

01.055 | IS EIR breakage and reunion hypothesis

01.056 | Btk [ iR] | copy choice [hypothesis]

01.057 | & X AR one—plane theory of chiasma

01.058 | Az X XA ¥ two—plane theory of chiasma

01.059 | Yo k200 sex—chromosome theory

01.060 | B /RIAEHE Galton’s law '

01.061 | Z/RAEN Haldane’s rule ERF—h, ¥

| — YRR

BREZHEAF EA
TR REAR.

01.062 | ¥ Fi% Lyon hypothesis

01.063 | FEfEik ¥ | clonal selection theory

01.064 | #Esh{R% wobble hypothesis

01.065 | C {i {338 C value paradox CHRHAELE
i DNAW&. Y
A CEMEH#LE R
P Z BB TR X Y
XK&R, BlamERs
B C {EIR T HHESE,
Ptk C HAETR
&, TEEEMZE

, FHE X 100 £,

01.066 | iz 414, theory of pangenesis

01.067 | ek preformation theory

01.068 | J5 ik epigenesis

01.069 | KA catastrophism

01.070 | A= fE 4 biogenesis X “EYRrREWR.

01.071 | 418 abiogenesis XHBREER.

01.072 | ZHERKHEIR polygenism

01.073 | ZREFHIR polychronism

01.074 | KT 8 2214 Weissmannism

01.075 | fr B 20 Lamarckism

01.076 | BFE PO theory of center of origin

01.077 | Hhr L2 neo—Lamarckism

01.078 | A5 /R R Darwinism

01.079 | #ik/RCH0 neo—Darwinism
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01.080 | E£¥3 | selection theory

01.081 | kB2 theory of neutral selection

01.082 | =& HEFFH competitive exclusion principle R = 1 e
REF, BT ARRELE
HA T B /N IRBE H fT tb
HAE F3F, BR
—IMETH 1.

01.083 | BE MBI overdominance hypothesis

01.084 | s 4k shifting balance theory

01.085 | AP i#4Lik | punctuated equilibrium theory

01.086 | HpfpiH E2Fi% theory of fixity of species

01.087 | ah &5 pure line theory
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02.001 | [Fax4kty prokaryote

02.002 | EE4H eukaryote

02.003 | &SR soma

02.004 | R germ plasm

02.005 | mikx pronucleus R IS 1Y

. .

02.006 | &5 germ nucleus

02.007 | PR 5 parthenogenesis NI BpEEmE".

02.008 | B XBBHAM autoparthenogenesis ‘

02.009 | F=H stk 7 androgenetic parthenogenesis

02.010 | P4 7E patrogenesis

02.011 | L4 asexual reproduction

02.012 | At semigamy

02.013 | B FAM apogamy

02014 | TRE4EH apomixis

02.015 | TR &4 apogamogony

02.016 | #EMAH parasexuality

02.017 | YA bisexual reproduction

02.018 | BIEZE self—fertilization, autofertilization

02.019 | WZ¥ double fertilization
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02.020 | HEZH | cleistogamy

02.021 | REHH T4 | apomeiosis

02.022 | ¥[BllkeE sex determination

02.023 | ¢t ‘ sex ratio

02.024 | 3% sex index BN RETF
HHRAKKNERM X
Je kB2 (8] 1) V1.
X QAo
PR ROk
.

02.025 | MEHEH primary sex ratio

02.026 | A8XF1 5 relative sexuality

02.027 | #%H5 nuclear sex

02.028 | [FIBEHES homogametic sex

02.029 | BBCHE5 heterogametic sex

02.030 | g &5 homozygous sex

02.031 | Mt sex reversal

02.032 | a4k intersex

02.033 | IERE bisexuality

02.034 | MR XL E nuclear sexing

02.035 | #BH: supersex

02.036 | jH super—male

02.037 | #Et super—female

02.038 | ZHEH: polyandry —RERRR.

02.039 | £ #Etk polygyny —RBEEAR.

02.040 | /%% transmission

02.041 | B#{E heredity

02.042 | TR fE particulate inheritance

02.043 | &L XR{E criss—cross inheritance

02.044 | fL5cigfE prepotency

02.045 | AR IE simple inheritance

02.046 | BB¥i1R{E monolepsis

02.047 | M8 paternal inheritance

02.048 | R patroclinal inheritance

02.049 | FR#EBAL holandric inheritance

02.050 | FREBAIE hologynic inheritance

02.051 | Bk maternal influence
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02.052 | BH{R8fE maternal inheritance
02.053 | ImEHiBfE matrocliny, matroclinal
inheritance
02.054 | HFRfE transgressive inheritance
02.055 | ikifE polysomic inheritance
02.056 | ZH F#fE multifactorial inheritance
02.057 | Yufa{kibitik extrachromosomal inheritance
02.058 | B 5h1E extranuclear inheritance
02.059 | 40 il AL cytoplasmic inheritance
02.060 | JEFZE/RiBfE non—Mendelian inheritance
02.061 | ZERBHE delayed inheritance
02.062 | B HERBIE inheritance of acquired character '
02.063 | B4 81E blending inheritance
02.064 | BB genetic nomenclature
02.065 | & karyotype, caryotype N mEan”.
02.066 | FHY bhenotype
02.067 | fL&E# phenocopy XRR R
02.068 | FEHAY genotype
02.069 | HIFEEHER genocopy
02.070 | Br 4R wild type
02.071 | HR character, trait
02.072 | FEIRHER Mendelian character
02.073 | A EFE MR monogenic character
02.074 | itk unit character
02.075 | AB %R relative character, contrast
character
02.076 | RtEHEAR recessive character
02.077 | M8tk sex—linked character - NERFEEHR .
02.078 | FRHEMEAR sex—limited character
02.079 | \HETELR sex influenced character,
sex—conditioned character
02.080 | ZEAPEAR mutant character
02.081 | FREMHAR acquired character
02.082 | Bt dominance
02.083 | B #H: codominance
02.084 | A2 incomplete dominance
02.085 | A% & 1 irregular dominance
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02.086 | ik Bt mosaic dominance
02.087 | B B4t pseudodominance
02.088 | B quasidominance
02.089 | HE superdominance, overdominance
02.090 | Btk recessiveness, recessive
02.091 | =5(48 coupling phase
02.092 | B4 repulsion phase
02.093 | S EHHEF allelic exclusion —NREFERE
E—RRHERTAR.
02.094 | BB FI4 Bk gametic ratio
02.095 | ZE/RHEER Mendelian ratio
02.096 | Eext pairing
02.097 | Yo ik BT chromosome pairing
02.098 | FEIEHE homology
02.099 | [& ¥ Eext autosyndetic pairing
02.100 | BEE[$afk]AC | heterogenetic pairing
it
- 02.101 | A4 pul44) | somatic pairing
) ma
02.102 | grxift nullisomy
02.103 | % segregation
02.104 | PFEaids 4% Punnett square XRR &R
02.105 | Yefa R4k S chromatid segregation
02.106 | HH48 4% adjacent segregation
02.107 | M4 5 alternate segregation
02.108 | BBEDTE transgressive segregation
02.109 | K55 preferential segregation N RmEITE .
02.110 | 4% 5 segregational lag
02.111 | "4 & nondisjunction
02.112 | B KA B chromosome non—disjunction
02.113 | & FclRE post—zygotic isolation
02.114 | EHiPR22kiX% | phenylthiocarbamide tasting
02.115 | ZEB H(E genotypic ratio
02.116 | EFE gene dosage
02.117 | &% linkage
02.118 | &4 linkage value
02.119 | HEHiEF linkage group



