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Preface

When I discuss an enzyme assay with a chemist, we spend our time devising a
process that will turn an enzymatic reaction into a detectable signal. The chal-
lenge lies in the synthesis of the molecular elements involved in the assay and
whether they will behave as expected. Enzyme assay design has elements of ra-
tional drug design if it requires docking an unnatural substrate into an enzy-
me’s active site. An enzyme assay may also offer a testbed for a supramolecular
functional device, serving to demonstrate its utility. Eventually new principles
emerge that might change enzyme analytics altogether.

Then I turn to the biochemist or microbiologist, who sees the enzyme assay
as one of many elements in a broader setup, such as the genetic selection of an
active enzyme, or the study of its function and mechanism. We usually settle
for a commercially available probe or couple the enzyme reaction to a biological
system. Our attention focuses on the genetic design of the experiment or its
biochemical interpretation. When it succeeds, we wonder with amazement at
the results which we only very partly understand.

Finally I meet the industrial researcher, who is hard pressed for preparative
performance within a short time window. Our discussion is narrowed down by
tight specifications bound to the goals and methods. Nevertheless, the unaltered
passion of the scientist keeps shining through. In addition, the products of in-
dustrial research and development are remarkable and vindicate the efforts of
the entire community.

Romas Kazlauskas, Manfred Reetz, Huimin Zhao, Theo Sonke, Nick Turner,
Dan Tawfik, Andrew Griffiths, Virginia Cornish, Valéria Maia de Oliveira, Gilson
Paulo Manfio, Albin Hermetter, Jennifer Harris, and Yao Qin Shao have agreed to
join forces with me to compose a book on enzyme assays. These authors belong to
the world’s leading figures in this area. I thank them and their co-authors for their
time and efforts, which were essential to the project. I also thank my co-authors
and students Johann Grognux and Renaud Sicard, and Elke Maase and Romy
Kirsten at Wiley-VCH, for their precious help in editing.

The field of enzyme assays is evolving rapidly and touches an ever increasing
number of applications. The present volume captures what we as authors
believe is a fair coverage of the area at that point in time. We hope that the
book will prove a useful source of information, inspiration, and references for
its readers across chemistry and biology.

Berne, October 2005 . Jean-Louis Reymond
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