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Preface

This book is based on an advanced course of lectures on ribosome
structure and protein biosynthesis that I offer at Moscow State
University. These lectures have been part of a general course on
molecular biology for almost 20 years. It is quite natural that they have
undergone considerable evolution as knowledge has progressed in
this field. This evolution continues, and readers should be prepared
that some of the statements and ideas that I have ventured to put in
this book may not stand the test of time. Nevertheless, since I decided
to keep a lecture style as far as possible, I took these risks in writing
this book. After all, this is a textbook which, on the one hand, should
provide a background of knowledge and current ideas in the field and,
on the other hand, should stimulate students to think, discuss, and
formulate problems. The presentation of some of the topics should
perhaps be regarded just as examples of today’s interpretations or
generalizations. Anyway, in a number of cases I have preferred not to
leave white spots but to give a tentative interpretation of disputable
and controversial results as I do in my lectures.

The literature sources in this book are cited mainly for teaching
purposes. Each of the chapters is not intended as a review, and the
reference lists are far from complete. To give an insight into the
histories of discoveries I have tried to cite pioneer studies in the fields
discussed. To provide information on the present state of knowledge, I
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have referred the reader to some of the recent papers. As this is an
advanced textbook, I thought it would be helpful to give several dozen
references in each chapter rather than limiting them to the very
minimum. Many chapters are also supplemented with a list of books,
reviews and particularly fundamental papers for further reading; these
include titles where the point of view and interpretations may differ
from my own.

In any textbook the choice of illustrations is the most complex and
difficult part. When lecturing and using the blackboard, it is quite
easy to draw a diagram, whereas providing a corresponding drawing
for a written textbook is quite another matter. I decided in the main
not to reproduce standard diagrams used in other books or textbooks
but to create my own. In making the final illustrations I was greatly
assisted by the Department of Scientific Information of the Institute of
Protein Research, and, personally, by its Head, Mr Ariel Raiher; I am
particularly grateful to Pavlina Zavozina and Vera Nevskaya for doing
these drawings.

The illustrations to some of the chapters could not have appeared
without the personal assistance of Dr. Valery Lim and Dr. Victor
Vasiliev from the Institute of Protein Research, who not only supplied
the pictures of stereochemical models and the majority of the original
electron micrographs for this book, but were my constant consultants
during the writing of the corresponding sections. Their associates
Andrey Kayava, Dmitry Lyakhov, Olga Selivanova, and Sergei Ryaz-
antsev also helped with the drawings and photographs of models.

I am grateful to the scientists who have read parts of the manuscript
and made their comments. Particularly valuable comments were made
by Dr. Vadim Agol, Dr. Alexey Bogdanov, Dr. Alexander Chetverin,
Dr. Alexander Efimov, Dr. Alexander Girshovich, Dr. Anatoly Gudkov,
Dr. Lev Kiselev, Dr. Dmitry Knorre, Dr. Alexander Krayevsky, Dr.
Marina Kukhanova, Dr. Oleg Ptitsyn, Dr Evgeny Shakhnovich, Dr.
Valery Schwartz and Dr. Leonid Voronin. Dr. Georgyi Gause who has
translated this book into English made several valuable suggestions
which contributed to clearer formulations.

Finally, I would particularly like to thank Ruma Makarova and
Larisa Rozhanskaya for their invaluable help in preparing the
manuscript.

Unfortunately, I had no real opportunity to familiarize many of my
colleagues with this manuscript, particularly in other countries. I very
much hope that they will respond to the publication of the book and
send their critical comments which will be greatly appreciated.

Pushchino and Moscow Alexander Spirin
January, 1984
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