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Differential Diagnosis and Operative Timing of
Intramedullary Spinal Cord Tumors

Wang Zhongcheng® Liu Ali
(Department of Neurosurgery, Institute of Neurosciences, CAMS and PUMC, Beijing 100050)

Objective To discuss the differential diagnosis of various kinds of intramedullary spinal
cord tumors, and choose the right operative timing. Methods On grading the dysfunction of
the movement, an analysis has been made statistically for 147 cases with 160 tumors resected
by microneurosurgery and confirmed pathologically. Their neuroimage have been also com-
pared. Results The clinical manifestations of main kinds of intramedullary spinal cord tu-
mors are not significantly different, but there are certain characteristic features in their nen-
roimage. The tumors of grade 0 group (normal movement) are obviously smaller than those
of other grades groups. The pre-and post-operative grades of motor disturbance show a bet-
ter, positive linear correlation. Comelusions MRI, particularly its enhancement, can differ-
entiate an ependymoma from astrocytoma and hemangioblastoma in most cases. A satisfacto-
ry result can be achieved to resect the tumor immediately by using the minimally invasive,

microsurgical techniques,

Key words intramedullary spinal cord tumors; differential diagnesis; microsurgery

(1998-01-23 W)

# Corresponding author



2¥ HERLA MBS B XE T cDNA K B el 5 5047 95

1 #EFH %

R EHKFIKE  pBluescript SK (+) FH MM XL1-blue B # ¥ & F American Type
Culture Collection, FVA JJ 3 E Vanderbilt K% B4R E%¥ & Koury M] ¥ i E® . BALB/c
AR R E EER LR YT R,

WM T4 DNA BFEN N L4481 4 i & (EPO) ¥ Boehringer Mannheim 4% & 7= 8 .
IMDM JE3v8, Ba 4 LK . 8 % & % (streptavidin) ,cDNA & B &) & % Gibco BRL 2 7 =
. mRNA ZE{L P &% Pharmacia A% 72 & . Tag DNA B4 8Y Promega 27 = 5 . &
Y E.FHE O EE (BSA) N Sigma AR5, o-[PPI-dCTP FI R EEAA LS. EERt
FIRB AR 2 bR ) R A B A

RUEF RIS MAENS s~12 A ML BALB/c /MR 10 H, 2R8I 1
50 WM FVA 2RI (0. 2 ml/ HD) EHE 13~15 d 478 /R . BUL S #3810 42
BB, B B B R R D 1%~ 2% BSA EZER A B EOMM, RS MA EPO E 0. 2
U/ml, 7 5%CO;, 37 CHIEFE 36 h,

BRAT SIRBHBEREIEHRY FVA FIMMO b FVA AR EIZFE 360 &
FVA f R4TTHRIR (36 h FVA M) mRNA, Y oligodT) N34, & R3E cDNA, LI#S
BABFEREEEY BRICH 0 h cDNA(DNA-0) F Bext 36 h cDNA {72 R RIS Tl
PCR Y. MAE & 36 h FVA MMRPTHFH 9 cDNA (sub cDNA-36)J5 , {§ T %/ F pBlue-
script SK(+H)BAE A, 19 38 B B SR ES: SCPE (subtractive eDNA XU,

HARZEWEY BEHLHD 800 M EHWAK B, —RF SR NR T 4R
BT LR, 5 B AP 7049 cDNA-0 1 sub cDNA-36 H R 4F R R SRR AF
ZH IR T sub cDNA-36 & 24738 B I i 45 cDNA-0 34} 2432 S ETHEAY w5 S B
ST, BUEE S AL U REHETT DNA R4 97 ,

DNA FESUME RA%E ABI 9 373A DNA 555 B 350 %70, /B Taqg DNA B 48
KRR MR ST R R,

Northern ENi447  J9iE3% MEDRF 7E4L A M M4 ki BRI EREE, S 88K o h
FVA 4185 36 h FVA & RNA, £ BEAPERERY 61 0k R 868, FI¥P 47i089 MEDRF &4
cDNA HEH T2 . REHTRHY A BEME,

2 #HR

BRAZRRBBRCEDWER L cDNA-O /5 N4 (driver) , cDNA-36 e HA S
(target) , FETTIRBR 2438, Bt R H 3 2 X AP K PCR 31, 36 h FVA 2B 4 A9cDNA
(sub cDNA-36)H U B8, H K ZE pBluescript SK(H BB AP, B 1 ~2F
36 h FVA MM F cDNA AR MRER SO, BCEASH 3 000 A FBMERE.

SLBREFRFLHEXEFERNRERBEER B ERWE,KBT 72 M HER
M. sub cDNA-36 h AYFIYE RS B £ F cDNA-0 h(E 1),

ERBEAHZROZTEESIMT B 4 M ERATEERFEINE, L



96 F E K ¥ B % B ¥R 21 %

clone 3~40 AL EREMFFIILE 2, ZFR 2K 472 bp, WFLEF L GenBank #E1TRIB
ER.RXERSHAEVBETFRFMNMEERFF, E 8 GenBank iR (X5 AA114369),
X FFIREFT R, AHE 51~359 1 F 1 4 309 bp R FF MBI TRNESR , 5 357 i — &1k
B TAA, ZB 12 MEER.SHERY. HREEHRERMHEN T FREEL 11 800,58
460 (i —MBE S AATAAA. ¥ HE & 0/ BRaOBK 2 kX EF (murine erythroid
differentiation related factor, MEDRF),

ceaPr »
cf [ H
L 4 C 1)
® . o
‘ . e . » ' .
¢DNA-0 h sub cDNA-36 h

M1 FE*P{RicH cDNA-0 1 sub cDNA-36 1ESR# 74 SE I S0 BT 22 R o
Fig 1 Differential screening of the ¥P-labeled cDNA-0 and sub cDNA-36

probes to subtractive library

1 AA ACC CCG AGG ATT GTG GAT GAG GCG GGC TCA GCA CCA TTA GAC TTG 47
48 AAG ATG GOC CCT TTT CAG AGC AAT AAG GAT CCG ATC TCC ACA GGG ATA 95
1 M A P F @ $ N K D P I § T 6 I 15
96 AAG GAG TTT AAT GTT CTG CTG GAT CAG CAG GTC TTT GAT GAT CCT CTG 143
15 X E F N ¥ L L I @ Q@ ¥V F D D P L 31
144 ATC TCT GAA GAA GAC ATG GTG ATT GTG GIT CAT GAC TGG GTG AAC TTG 191
32 1 S E.E D M ¥V I VvV ¥V H D W V N L 47
192 TAC ACC AAC TAT TAC AAG AAG CTC GIG CAT GGG GAG CAG GAG GAG CAA 23§
48 Y T N Y Y K K L v H 6 E @ E E @ 63
240 GAC AGG GCC ATG ACA GAA CIC CAG CAA GAG CTG AGT ACT CTG GGC AGC 287
¢4 D R A M T E L @ @ E L S T L 6 § 79
288 CAG TTT CTA GCC AAA TGC AGG ACC TTT CTG AAG TCC AAA GAG CCC CCA 335
g0 9 F L A K € R T F L K § K E P P 95
336 AGC AAT ACA CTG CCC TCC TCA TAA CTT AAA GGG TCT GGG TAT CAT GTC 383

% S N T L P § § =« 102
384 TTA GAA CCC CAA ACA CTC GGC TCT GTG TTA TAT CTT CAG ACC GTT CTC 431
432 CCA AGA TGT TGC TGT ACT TTG ACT TGC CAA TAA AGA CCA AA 472

M 2 MEDRF cDNA MEHFRF 7 R H G iZESR
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A. 0h FYA cells; B. 36 h FVA cells
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Subtractive ¢cDNA Cloning and Analysis of Murine Erythroid
Terminal Differentiation Related Factor

Liu Shiguang Zhang Zhengyan Ma Jing Zhang Shifu Xue Shepu®, et af
(Department of Cell Biology, Institute of Basic Medical Sciences, CAMS and PUMC, Beijing 100005)

Objective Cloning and identification of cDNA related to erythroid terminal differentia-
tion factor (MEDRF). Methods c¢DNA related to erythroid terminal differentiation from the
Friend virus anemia (FVA) infected splenic erythroblasts of BALB/c mice were performed
by using subtractive hybridization combined with PCR technique. .The splenic proerythrob-
lasts isolated were cultured in the presence of erythropoietin for 36 hrs. Subtractive cDNA
clones of differentially expressed in the 36 hrs erythroblasts (sub ¢DNA-36) but absent in
the uncultured proerythroblasts were observed. The sub ¢cDNA-36 was then used for con-
struction of subtractive cDNA library using the Bluescript-SK (4 ) phage vector system, and
differentially screened by **P-labelled PCR generated probes. The positive clones were ana-
lyzed by nucleotide sequencing. Results The results indicated that a 472 bp ¢DNA fragment
which contained a 309 bp reading frame from 51 to 359 coding 102 amino acids was identified
and it has been accepted by GenBank as a new ¢cDNA sequence that without comparable ho-
mology of existing sequences (accession number: AA114369). Northern blot analysis demon-
strated that it was differentially expressed in the 36 hrs cultured intermediate-late stages of
erythroblasts. Conclusions The newly found ¢cDNA, which expresses specifically in inter-
mediate-late stages of erythroblasts, not in stages of proerythroblasts, may be a new gene

related to murine erythroid terminal differentiation.
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