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Abstract

During last few years, data on protein sequence and structure have been
significantly expanded , new experimental methods developed, and understanding of the
principles of protein structure deepered.

This book was written to present these development in the fields. The first section
of this book, consisting of first seven chapters, introduces the principles of protein
structure. The second section, from chapter 8 through chapter 11, focuses on methods
of protein structural analysis. The third section (chapter 12—17) describe theoretical
research of protein structure. The final section (chapter 18—20) discusses relationship
between structure and function of proteins.

This book is suitable for teachers and students in departments of biology, agricul-
tural and medical universities. It can also be referred by researchers in research institu-

ties.
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