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5. Which of the following is the -disease of multi-
factorial inheritance
A mediterranean anemia
B hemophilia
C  myodystrophia
D  hypertension
E hepatitis B.
[key] D
6. Which of the following is not the disease of

multifactorial inheritance
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hypertension
diabetes mellitus
insanity

coronary heart disease

el e B o B = Je 4

familial hypercholesterolemia
[key] E
() SBIEEFA (B B
(1~5 LR EESR)
A FHEHR PCR AR
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. Which of the following may activate proto-on-

cogenes
A point mutation
B frameshift mutation
C  nonsensen mutation
D changes of the expression of proto-once-
genes

E translocation
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1. WENBREYRE
A DNA
B RNA fIZEHH
C DNA = RNA
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E DNA FIZEHE
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XAES
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20
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34
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[KEEE] E

o FIIRIA R AL EH 7 B IE S

A FIBIIMEAEKS

B AITERTRL S G ik 2 8] 3h B9 DNA
RFE

C FEFREMETFH—ER

D FE{INTRE DNA BN —MER

E BE7E— DNA 4+ EBE P~ DNA
S FZIE B DNA B

(A% %] D

. THIRRES N AT B B R AY R

A FEAFF

B #EF
C Zffk DNA
D JiekL

E ] %% RS A A
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. TR AT Z DNA JR e

TR B
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HCV

HIV

E MRHE

(A% %] E

TR EEAE P MR B AR Y B B 1 BB
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13.

14.

is.

A HEBERHERE

B JREREEER

C REZR

D AEMMEL

E REREES

(AM%%E] C

REAH T4 U 79 BF 8 3 I 3% 4T - HCV

HEERIKY R

A El., E2 REFRMFL=Y

B C, NS3, NS4, NS5 [X 3 [H i) F#E ik
=)

C E2. NS2 REFEMELRF=Y

D E2. NS5 RERKFE)

E C. E2 REFEMFTIAFY)

(A% %] B

1E HIV - | Fi5 RAED R EE R

A tat

B env

C pol

D nef

E gag

(A5 %] B

HBV X EEMIIEEE

A FHEPUR

B LR

C DNA REEHEM

D SEIEER

E REEREBEM

[(A#x%] D

TH R A RS S HCV B & 1

w19

A Western blotting

B Northern blotting

C  Southern blotting

D PCR

E RT-PCR
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A F kL A
B Col Fkr B AR
C AT O 11 )=): D)t
D CoEI D REEWHIIHERA
E R JBTHL E ®#BuFE¥F
(A8%%] E (A#%£ %] B
16. A4 58 14998 B UKL A 0 22 21. HIV/REERAMZREEE
A WEH A XUEZME DNA
B #MER B XK DNA
C BEARSER C —&BEMHE RNA
D FEAMK D PIZHHEIESE RNA
E HR E —ZRHHEIEHE RNA
- [xREx£] C (A#EE] D
17. RIGAFE MRS R R 22. TFHXBREAE Y F IR R A R
A EHE A RN EE T
B RNA B AR IR TR R
C ZEEJR + DNA C FRBEDNITRE—FERTE
D RNA+3X¥E M+ Wk DNA : MR B R .
E SEEH ' D i aE EE BN A 2 4
[x#E%%] D - E fuRiEAA IR EN
m.i%ﬁ%%ﬁ%i%%*%ﬂﬂ&ﬁn [AEEE] B
XoF 5% 1 R R AL AE T 3R A 23, XRATRE BRI IE
A B, H¥H ' A EEFEHR—5&HEEERE RNA
B EFEES RS B HEWMERELIRMER
C BHTHRAK ' C TIFREEXT ARG vs 8 1k
D REXHAWE, BREZLEY D ARG R18 M R RSk
E REIEBOR — Ry 4% wWIRREEZ—
(F#E£] C E WHREEREE, ERER, &5
19. T AR FE R NS =P :
A JREE. HE. WER. HERY [FEZE %] E
B JREE. JHTE | BEERTH . VR SRAR 24. Which of the following genomic structure can
C WE. W, BEH. &8, & distinguish prokaryote genome;from virus ge-
W, FEFEZY nome
D DR 40T . B MR, Rk A polycistron
E JpEE. . BEE. WHEE, & B pseudogene
0, Fig C repeating sequence
[(A#x%] cC D overlapping gene
20. THAARLE FYREMAELIS f‘lﬁﬁmf’%lﬁ? E elements of genome
b
| —— . _ - - _
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- 25.

26.

27.
+ HBsAg protein

[key] D

Which of the following is the structure of

operon

A structural gene + control gene

B structural gene + operator

C  structural gene + operator + control
gene

D’ structural gene + control gene + ter-
mination signal

E structural gene + control gene + pro-
moter

[key] D

What characteristic of bacteria has something

to do with R plasmid

A  moving

B adhesion

C  resistance

D toxicity

E variation

[key] C

Which of the following gene codes HBV -

A pre—-S, gene +pre—S, gene

B pre-S gene

C S gene

D Sgene + pre- S, gene + pre— S,
gene

E pre-S gene

[key] C

(D) SBHuERFRA (B BR)

(1~2 BB EESR)

A REEH

B [Alf&X DNA

HERENAREZ

D FRFYIARIFR T

E WRER
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1. KRptFeEER 4.

(Amsg] A

2. ZHFREEEA
[AEEE] C
b G-cBtmenss)
A B4k DNA R
B X4k DNA 7%
C HuE IR RNA 3
D HBEET A RNA RS
E RERIRE
3. NGRIESERERT
(A%%%] E
4. NEFRRERT
(AR5 %E] C
5. NFLERERT
[A4%%] B
6. HEERKERFERT
(A2%%] C
(7 ~10 BB/ HEER)
RNA 3{ DNA
EBHEMK
DNA H RNA
DNA
E RNA 5EAK
7. REFUFRL EBE R
[28%%] D
8. JWREHEFA TR ERIE
(A% %E] A
9. HEAZA W PR RS
(A% %£] C
10. o 2 A IR AR
(A% %] B
(11 ~ 14 BHL I & HEER)
A ERGTR
B A RURR
C T IEEss Rk
D F ki
E
F
G
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H Col JiiHL vector of genetic enginéering
11. R DUERE BB X FR A plasimd
[FH5%) F § B~ phage
12, BORLE) B A A% 3218 E AR BRI C cosmid
X BORL R DRk, AR D bacteria
(A% %] E E virus
13, P RO AR AR R SOk R RB 40 B [key] ABCE
&, BEAGES, XRFRTRA 4. Which of the following virus is RNA virus
(AM%E%] B A HCV
14. BEF=A XA R A B BN B Retroviruses
(A% %E) H C  Adenovirus
(=) STHEEFE (X BF) D HBV
L R INEREL S 5 s 3 Y R 5 E HAV
A BRI R IRAE [key] ABE
B RAEMREIRE 5. Translocation can lead to
C IHYIFF (Behcet) A gene mutation
D 4igaR IR B gene rearrangement
E FEHER C  gene stability
[ Ams4£] - ABDE D inversion
2. FIETHREEFALWIRSKE E deletion
A FEAHZHR B {key] ABDE
B # % X TE AL R 40 A i) e AR 20 6. The characteristic of prokaryote genome is
C BRREEEESHS A intron and exon
D JAEAMRAKEIFRER DNA, 76k B nucleoid
& RNA C  operon
E EREYRENRT D monocistron
[AH%%] ACDE E  gene overlapping
3. Which of the following could be used as a [key] BC
(00) BZA
1. ¥4 R TR i PIAR40H0 DNA H BRLRAG, TR _
(ARE£] PHEBETF, fikkEETF
2. BURESRENEAR S o
(AMEE] WRENARFASBRRIEERE R
3. HIVIREEZERAR 55 3 0m & A HE M — B HRFS, 1EXBESH a4 R
T WET | TATA FFF145, WX BEITRTIIR N 0
[(AMEE] KEBERERF
4. BETHEURE A SIPLEAE FRMRIE, MR s AT °

(AEER] BRKBRER, 2% -BaBR




