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Abstract

The recombination clones of HHNBV was constracted using PUC18 Plasmid. The
recombination plasmids was analysed with dot blot hybridization and restriction. The re-
sult showed that the foreign DNA fragments were parts of HHNBV DNA. The foreign
fragments of 05 # plasmid was larger than 2kb, similar to the PUC18 plasmid. The
southern blot hvbridization of the 05% plasmid was also successful. The restriction map
of 05 % plasmid has been constructed. In six enzymes; EcoRl, Hindlll, Small, Pstl,
PVUI and Hindll, only Pstl has a restriction site near one end. The relative postition of
this restriction site was not determined yet.
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