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Preface

During his 1996 reelection campaign, Bill Clinton's slogan of “Building a Bridge to
the 215 Century” was lampooned widely and became hackneyed. The need for more
and better communication links among medical subspecialties, however, is undeniable
as we enter the era of molecular medicine. Prior to the acquired immunodeficiency
syndrome (AIDS) epidemic, professional communication between oncologists and
infectious disease specialists was limited almost exclusively to consultations for neu-
tropenic fever during cancer chemotherapy. AIDS patients required the broader exper-
tise of oncologists, dermatologists, pathologists, pulmonologists, and infectious disease
physicians, with the latter becoming primary caregivers during the decade between the
discovery of human immunodeficiency virus (HIV) in 1984 and the development of
combination antiviral chemotherapy in the 1990s. The spectacular efficacy of highly
active antiretroviral therapy (HAART) against HIV and AIDS is a model likely to be
repeated, as drugs are discovered not so much by their efficacy against an overt dis-
ease, but rather by their design to block specific molecules in critical pathways under-
lying the disease. [nfectious Causes of Cancer: Targets for Intervention reviews
neoplasms in which certain viruses, bacteria, and parasites play critical roles, anticipat-
ing that they will be likely targets for drugs or vaccines.

Cancers are the most thoroughly studied of a growing list of chronic diseases previ-
ously thought to be noninfectious. As such, they provide lessons that are likely to
apply more broadly.

Lesson one is that the infection must be persistent or chronically active to play a role in a
complex disease such as cancer. Putative “hit-and-run” mechanisms are likely an artifact
of insensitive methods for detecting the infection. A corollary is that many infectious
agents, such as Epstein—Barr virus (EBV), human papillomaviruses (HPVs), and
Helicobacter pylori (H. pylori), much like neoplastic cells, have evolved ways to evade
immune recognition. For some infections, the activity of the infection and the risk of the
cancer is markedly increased by acquired or, rarely, congenital immune deficiency.

Lesson two is that the relationship between infection and cancer, like that between any single
host gene and cancer, is never a simple cause-and-effect. Through interactions with the
human host, most of the implicated infections are cofactors that indirectly increase the
probability of critical genetic mutations. Age at infection and host immunogenetics often
have a major influence on susceptibility to EBV-related Burkitt’s lymphoma and nasopha-
ryngeal carcinoma and to H. pylori-related gastric cancer (Chapters 5, 6, and 21, respec-
tively). Because the odds of the critical genetic mutations are low, the corollary of this
lesson is that most infected people do not develop cancer.

Lesson three is that the infection may not be necessary for the cancer phenotype. As classical
examples, Burkitt’s lymphoma and hepatocellular carcinoma do occur without EBV
infection and hepatitis B or C virus (HBV, HCV) infections, respectively. This implies
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that pathways that affect the occurrence of genetic mutations and the resulting cancer
are accessible by noninfectious mechanisms. These include spontaneous c-myc/immuno-
globulin gene rearrangement of a pre-Burkitt's B lymphocyte; alcoholic hepatitis, cirrho-
sis, and precancerous clonal regeneration of the liver; and others. The exceptions are
noteworthy, since squamous cell carcinoma of the cervix probably does not occur without
a “high-risk” HPV infection, nor Kaposi’s sarcoma without human herpesvirus type 8
(HHV-8) infection.

Lesson four is that a substantial part of the disease process and of the tumor tissue itself
results from responses such as inflammation, lymphedema, sclerosis, and neovascularization
that are ancillary to the cancer cell. Hodgkin's disease (Chapter 7) is a prototype, in which
the cancerous, EBV-infected Reed—Sternberg cells are few and far between.

Lesson five is that cancer often can be prevented by preventing the infection or the immune
deficiency that allows it to persist or reactivate. Likewise, remissions of the cancer often
can be induced by successful early treatment of the infection or the underlying immune

deficiency.

Lesson six is that “cancer” or “malignancy” can be difficult to define. Two examples result-
ing from uncontrolled EBV infection, fulminant X-linked lymphoproliferative disease and
post-transplant lymphoproliferative disease, present and often must be treated as highly
aggressive non-Hodgkin’s lymphomas, irrespective of oligo-, poly-, or monoclonality. As

LIRS

nicely reviewed in Chapter 1, difficulties with basic definitions such as “cancer,” “infec-
tion,” “dissemination,” and “spread” are not new to infectious disease oncology. The
practicing physician already is familiar with “remission” and “cure,” which are so difficult
to define as to depend more upon consensus than certainty.

Infectious Causes of Cancer: Targets for Intervention is intended to serve as an
introduction to infectious disease oncology for practitioners. It has only five overview
chapters on the major human carcinogenic infections (herpesviruses, retroviruses,
papillomaviruses, hepatitis viruses, and H. pylori). Most of the other chapters focus
on specific neoplasms, often adding perspectives to the six aforementioned lessons.
Each of the chapters—including the overviews, the specific neoplasms, and those that
are more oriented to research frontiers—reviews the history and current status of its
topic and provides a vision of the future in terms of prevention and treatment of the
disease, the underlying infection, or both. The goal is to bridge the disciplines and not
to present detailed recapitulations of virology, bacteriology, parasitology, and oncol-
ogy, all of which are available elsewhere.

Mechanisms of Neoplasia: Targets of Opportunity

Oncogenic infections increase the risk of cancer through expression of their genes in
the infected cells. Occasionally, these gene products have paracrine effects, leading to
neoplasia in neighboring cells. More typically, it is the infected cells that become
neoplastic. These viral, bacterial, and parasitic genes and their products are obvious
candidates for pharmacologic interruption or immunologic mimicry, promising
approaches for drugs or possibly vaccines.

Herpesviruses, especially EBV and, since its discovery in 1994, human herpesvirus
8 (HHV-8, also known as Kaposi's sarcoma-associated herpesvirus), are the most
extensively studied and best characterized infections that cause cancer in humans
(Chapters 2—10). They are relatively large DNA viruses with an approximately 140,000
basepair genome that codes for more than 80 genes, including those for building daugh-
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ter virions during the “lytic” portion of their life cycle, as well as regulatory genes that
enable the infection to persist in “latency” for prolonged periods. Several of the regu-
latory genes have human homologs that apparently were pirated by the virus during
mammalian evolution and that probably contribute to its evolutionary survival and to
human disease. As a rule, the DNA of EBV and HHV-8 does not integrate into the
human genome. Rather, during “latency” the extrachromosomal (“episomal”) herpes
DNA is copied during mitosis, yielding progeny cells that are likewise latently infected
with episomal herpes DNA. Uncontrolled proliferation of these latently infected prog-
eny cells characterizes EBV- and HHV-8-associated neoplasms. Proliferation of both
the EBV-associated lymphoproliferative diseases and of HHV-8-associated Kaposi’s
sarcoma seems to be highly sensitive to the severity of the cell-mediated immune defi-
ciency that occurs with AIDS, with pharmacologic suppression of allograft rejection,
and with the congenital X-linked lymphoproliferative disease originally described by
Purtilo (1) (see also, Chapter 3). In other neoplasms, such as endemic (African)
Burkitt’s lymphoma and nasopharyngeal carcinoma, EBV is able to evade immune
recognition by masking or downregulating critical antigens.

Retroviruses and their lentivirus cousins are RNA viruses with a pathognomonic
enzyme, reverse transcriptase, that enables them to make a DNA “provirus” copy of
their genome and to integrate it permanently into the genome of the infected host cell.
Rare cases of Non-Hodgkin’s lymphoma (NHL) among persons with AIDS appear to
result from activation of a protooncogene owing to upstream integration of HIV in
macrophages (Chapter 13). However, the overwhelming way that HIV causes cancer
is by destroying cellular immunity, thus dysregulating HHV-8 and leading to Kaposi’s
sarcoma (Chapter 10), dysregulating EBV, leading to some AIDS NHLs (Chapter 8),
and perhaps other indirect and paracrine effects of dysregulated cytokines and growth
factors. The effects of HIV on cellular immunity are not a major focus of this book. It
should be noted, however, that there is clear, if incomplete, recovery of cellular immu-
nity and reduction in risk of some cancers that occurs with interruption of the replica-
tion of HIV through drugs that interfere with reverse transcriptase and especially those
specifically designed to interfere with the viral protease enzyme (2). The prototype
human retrovirus, human T-lymphotropic virus type I (HTLV-I), causes transforma-
tion of T lymphocytes and highly aggressive adult T-cell leukemia/lymphoma (ATL)
through poorly characterized mechanisms that probably include transactivation of cel-
lular genes controlling growth by HTLV-I’s tat gene and possibly alteration of cellular
immunity (Chapters 11 and 12). Anti-HIV drugs have little or no activity against
HTLV-I, illustrating the specificity of each virus's reverse transcriptase and protease.

HPVs encompass more than 100 genotypes of small, related DNA viruses that have
a strong tropism for epithelial cells. The major oncogenic agents for humans are HPV-
16, HPV-18, and several others that are sexually transmitted and cause cancer of the
cervix, penis, and anus (Chapters 14 and 15). HPV-16 and -18 appear to transform
infected cells when their episomal circular genome is broken open and integrated into
the host genome, allowing marked upregulation and expression of their E6 and E7
proteins. Unlike the E6 and E7 proteins of nononcogenic HPVs (such as type 1, which
causes common warts), those of HPV-16 and -18 have strong affinity for the p53 and
Rb pathways, respectively. Interference with both the p53 and the Rb pathways allows
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unregulated cell cycling and failure to undergo apoptosis (normal cellular senescence),
increasing the likelihood of additional mutations. A possible role for HPVs in other
squamous cell carcinomas, such as those of the skin and oropharynx, is uncertain, al-
though the mechanisms appear to be the same (Chapter 16). HPV-16 virus-like par-
ticle and E6 recombinant protein vaccines are currently in clinical trials in hopes of
reducing the major HPV diseases, cervical and anal cancers.

The two oncogenic hepatitis viruses, HBV and HCV, are phylogenetically unrelated
but do share the ability to establish chronic active infection, inflammation (hepatitis),
cell death, scarring (cirrhosis), and clonal, nodular regeneration of the liver (Chapters
17 and 18). Because this sequence appears to underlie virtually all cases of hepatocel-
lular carcinoma, there should be several opportunities for intervention. Unfortunately,
the mechanisms for this sequence of events are largely unknown. HBV, however, has
been well studied and has the advantage of two natural animal models, the woodchuck
and ground squirrel hepatitis viruses, both of which cause hepatocellular carcinoma in
their respective species. HBV is a partially double-stranded DNA virus; it uses an
RNA intermediate and a reverse transcriptase for its replication; and it can integrate
into the host genome. The integration appears to drive the liver tumor in the animal
models and may contribute directly to human hepatocellular carcinoma. HCV, an RNA
virus that cannot integrate into the host genome, increases the risk of hepatocellular
carcinoma indirectly. These primarily include the sequence of inflammation, cell death,
scarring, and nodular regeneration with increased chance of a proneoplastic genetic
mutation. The cancer risk increases with all insults to the liver, including HBV, HCV,
alcoholism, and other hepatotoxins. Aflatoxin B1, a fungal contaminant of peanuts
and other food staples in parts of Africa and China, is associated with a highly specific
mutation of the p53 cancer suppressor gene and greatly increases the risk of hepatocel-
lular carcinoma among people with chronic HBV infection.

A similar sequence of inflammation, scarring, and regeneration, probably contrib-
utes to the development of squamous cell bladder cancer. This neoplasm, which is
unusual in industrialized societies, is closely tied to heavy, chronic bladder infestation
by Schistosoma haematobium, a helminthic parasite that infects some 200 million
people in endemic regions of Africa (Chapter 24). The same may also be true for the
reported association of cholangiocarcinoma with chronic infection by the liver flukes,
Opisthorchis viverrini and Clonorchis sinensis, which are summarized in depth else-
where (3). Risk of cancer with these chronic parasitic infections may be increased or
actually depend on vitamin deficiencies, polymorphisms in detoxification or activation
enzymes of the human host, superinfection by bacteria, or several of these.

Chronic bacterial infections (and perhaps also chronic helminth and fluke infec-
tions) generate reactive oxygen species that, like aflatoxin BI, can be genotoxic and
may contribute to the odds of mutation in a gene that increases neoplasia (4). Such a
mechanism is postulated specifically for the clear associations between Sa/monella
typhi and gallbladder cancer and between H. pylori and gastric cancer (Chapters 23 and
21, respectively). It should be noted that these infections generate relatively little
inflammation and scarring and that, instead, they are associated with mucosal atrophy
and a high risk of adenocarcinomas rather than squamous cell carcinomas. Identifica-
tion of the mechanisms for these associations may not be immediately important, since
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these bacteria can be eradicated by antibiotics and, for Salmonella typhi, by cholecys-
tectomy. However, these mechanisms could have broader implications for understand-
ing and preventing or treating noninfectious adenocarcinomas.

[nability of the immune system to eradicate a chronic infection appears to underlie
the association between H. pylori and B-cell non-Hodgkin’s lymphoma of the mucosa-
associated lymphoid tissue (MALT) of the stomach (Chapter 22). It seems that bacte-
rial antigens are passaged and presented by the M cells (specialized epithelial cells) of
the gut to Peyer’s patches where B lymphocytes are recruited, activated, and circulated
back to the mucosa where they are maintained by T-cell signaling. Regression can
occur with either eradication of the H. pylori or with blockade of the T-cell signaling.
A similar continuous feedback-loop mechanism has been postulated for the association
of chronic HCV infection with type 2 mixed cryoglobulinemia and other B-cell disor-
ders that may include NHL (Chapter 19).

The Infectious Disease Universe

The polymerase chain reaction (PCR) revolution led to a rapid discovery of novel
viruses, bacteria, and parasites and to a recognition of our ignorance of how these
organisms relate to human beings. At least two recently discovered viruses, the DNA
transfusion-transmissible virus (TTV) and the RNA GB-virus C (also known as hepa-
titis G virus), establish chronic, active infections in peripheral blood lymphocytes, but
as yet have no known chronic disease (5,6). Perhaps they are symbionts and cause no
disease in humans. The discoveries of HCV, HHV-8, Tropheryma whippelii (the
Whipple’s disease bacterium), and Bartonella henselae (the agent of cat scratch dis-
ease) parallel a growing body of literature supporting the association of chronic viral
or bacterial infections with atherosclerosis, Alzheimer’s disease, rheumatoid arthritis,
type 1 diabetes mellitus, and other nonmalignant chronic diseases.

On the frontiers of this universe are cancers of high incidence, viruses of high preva-
lence, and novel associations. Investigators are searching for homologs of mouse mam-
mary tumor virus (MMTYV) or interactions with endogenous retroviruses in human
breast cancer (Chapter 27). One model posits that breast cancer is an MMTV zoonosis
acquired from domestic mice (7). Others are investigating simian virus 40 (SV40),
which causes mesothelioma, osteosarcoma, and brain tumors when injected into new-
born hamsters and which contaminated poliovirus vaccines administered to tens of
millions of people from the mid-1950s to the early 1960s (Chapter 26). The human
polyomaviruses, BK virus and JC virus, are related to SV40 and cause cystitis and
progressive multifocal leukoencephalopathy, respectively, in immune-deficient patients.
Discoveries are certain to come from these frontiers. As with explorations of the New
World, however, they may not bring back the anticipated gold of definitive disease
associations, but instead may provide fundamental insights to be exploited with

unforeseen technologies.
James J. Goedert
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3-Hydroxyanthranilic acid (3-OHAA)

Amino acid (aa)

a-Fetoprotein (a-FP or AFP)

AIDS Clinical Trials Group (ACTG)

Adult T-cell leukemia (ATL)
Antibody-dependent cellular cytotoxicity (ADCC)
Acute lymphoblastic leukemia (ALL)

Acquired Immunodeficiency Syndrome (AIDS)
Avian leukosis virus (ALV)

Anal squamous intraepithelial lesion (ASIL)

Baboon endogenous virus (BaEV)
N-Butyl-N-(4 hydroxybutyl) nitrosamine (BBN)
Basal cell carcinoma (BCC)

Basic fibroblast growth factor (bFGF)

Burkitt's lymphoma (BL)

Bovine leukemia virus (BLV)

BK virus (BKV)

Chemokine receptors (CCRs)

Cytotoxin-associated gene A (Cag)

Common B-cell acute lymphoblastic leukemia (cALL)
Computed axial tomography (CAT)

Covalently closed circular DNA (cccDNA)
Centrocyte-like cell (CCL)

Centers for Disease Control and Prevention (CDC)
Chronic lymphocytic leukemia (CLL)

Coding DNA (cDNA)

Colony forming units (cfu)

Cytomegalic inclusion disease (CID)

Cellular interference factor (CIF, including CIF-I and CIF-II)
Cervical intraepithelial neoplasia (CIN)

Carcinoma in situ (CIS)

Cell-mediated immunity (CMI)

Cytomegalovirus (CMV)

Central nervous system (CNS)

Complement C3d receptor (CD21)

Cyclooxygenase 2 (COX-2)

X0
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Complete remission (CR)

Core viral genes (C)

Cottontail rabbit papillomavirus (CRPV)
Cyclin-dependent kinases (CDKs)
Cyclin-dependent kinase inhibitors (CKI)
Cyclosporin A (CsA)

Cervical squamous intraepithelial lesion (CSIL)
CXC chemokine receptors (CXCRs)

Cytotoxic T lymphocytes (CTLs)

Duck hepatitis B virus (DhBV)
Diffuse large B-cell lymphoma (DLBCL)
Drosophila melanogaster Tenascin gene (TNM)

Early viral genes (E)

Early antigen (EA)

Early antigen-diffuse (EA-D)

Early antigen-restricted (EA-R)

Epstein—Barr nuclear antigen (EBNA, including EBNA1,2,3A,3B, and 3C)
Epstein—Barr encoded RNAs (EBERs)

Epstein—Barr virus receptor (CD21)

Epstein—Barr virus (EBV, including subtypes EBV1 and 2)
Epidermal growth factor receptor (EGFR)

Equine infectious anemia virus (EIAV)

Enzyme-linked immunosorbent assays (ELISAs)
Epidermodysplasia verruciformis (EV)

Etoposide (VP-16)

FLICE inhibitory protein (FLIP)

Fibrosing cholestatic hepatitis (FCH)

Fine needle aspiration (FNA)

Gastroesophageal junction (GE)

Gastric Helicobacter-like organisms (GHLO)
G-protein-coupled receptor (GPCR)

Geometric mean titer (GMT)

Granulocyte macrophage colony stimulating factor (GM-CSF)
Granulocyte colony stimulating factor (G-CSF)
Glycoprotein (gp)

Group antigen (gag)

Growth regulated oncogene alpha (Gro-a)
General Register Office for Scotland (GROS)
Ground squirrel hepatitis virus (GSHV)
Glutathione-S-transferase-p (GSTM1)

Highly active antiretroviral therapy (HAART)

HTLV-associated myelopathy/ Tropical spastic paraparesis (HAM/TSP)
Hematopoietic stem cell transplantation (HSCT)

Hepatitis A virus (HAV)
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Hepatitis B core antigen (HBcAg)

Hepatitis B e antigen (HBeAg)

Hepatitis B surface antigen (HBsAg)

Hepatitis B virus (HBV)

Hepatitis C virus (HCV)

Hepatocellular carcinoma (HCC)

Helicobacter pylori (H. pylori)

Hodgkin's Disease (HD)

Hodgkin Reed—Sternberg Cell (H-RS)

Human endogenous retrovirus (HERV)

Human endogenous retrovirus type K (HERV-K)
Human foamy virus (HFV)

Hepatitis G virus (HGV, also known as GB virus-C)
Human herpesvirus 6 (HHV-6)

Human herpesvirus 7 (HHV-7)

Human herpesvirus 8 (HHV-8)

Human immunodeficiency virus (HI'V)

Human immunodeficiency virus type 1 (HIV-1)
Human leukocyte antigen (HLA)

Human papillomavirus (HPV)

Human retrovirus 5 (HRV-5)

High-grade squamous intraepithelial lesion (HSIL)
Herpes simplex virus 1 (HSV-1)

Herpes simplex virus 2 (HSV-2)

Human T-cell lymphotropic virus type I (HTLV-I)
Human T-cell lymphotropic virus type II (HTLV-II)
Hypervariable region (HVR)

Herpesvirus saimiri (HVS)

Humorally mediated hypercalcemia of malignancy (HHM)

Immediate early (IE)

Interferon (IFN)

Immunoglobulin (Ig)

Immunocytoma/ lymphoplasmacytic lymphoma (Ic)
Interleukin 2 (IL-2)

Interleukin 6 (IL-6)

Infectious mononucleosis (IM)

Immunoglobulin heavy chain variable region genes (V)

Inducible nitric oxide synthase (iNOS)

Interleukin (IL)

Inverse polymerase chain reaction (IPCR)
Interferon regulated factor (IRF)

Information and Statistics Division (ISD)
Intravenous drug use, intravenous drug user (IVDU)

JC virus (JCV)

xvil
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Kaposi's sarcoma-associated herpesvirus (KSHV)

Late viral genes (L)

Leukocyte activated killer cells (LAK)

Latency associated transcript (LAT)

Live attenuated varicella vaccine (LAVYV)

Lactate dehydrogenase (LDH)

Loop electrosurgical excision procedure (LEEP)
Latent membrane protein (LMP, including LMP1 and 2)
Leader protein (LP)

Lewis b histo-blood group antigen (Leb)

Lewis b-binding adhesin (BabA)

Lymphoepithelial lesion (LEL)

Leukocyte inhibitory factor (LIF)

Lymphocyte depleted Hodgkin's disease (LDHD)
Large loop excision of the T zone (LLETZ)
Lymphoctye predominant Hodgkin's disease (LPHD)
Lymphoma study group (LSG)

Low-grade squamous epithelial lesion (LSIL)
Long-terminal repeat (LTR)

Long unique coding region (LUR)

Macrophage colony stimulating factor (M-CSF)
Macrophage inhibitory proteins (MIPs)
Mycobacterium avium complex (MAC)

Multicenter AIDS Cohort Study (MACS)

Mucosa associated lymphoid tissue (MALT)

Mixed cryoglobulinemia (MC)

Multicentric Castleman's disease (MCD)

Mixed Cellularity Hodgkin's Disease (MCHD)
Monoclonal gammopathy of undetermined significance (MGUS)
Monotypic lymphoproliferative disorders of undetermined significance (MLDUS)
Multiple myeloma (MM)

Mouse mammary tumor virus (MMTYV)

MMTV-like viruses (HML)
N-Methyl-N-nitro-N"-nitrosoguanidine (MNNG)
N-Nitrosomethylurea (MNU)

Multiple sclerosis (MS)

Men who have sex with men (MSM)

Murine leukemia virus (MuLV)

Non-A non-B hepatitis (NANBH)
Natural killer cells (NK)

National Cancer Institute (NCI)

Nuclear factor-xB (NF-«kB)
Non-Hodgkin's Lymphoma (NHL)
Nonisotopic in situ hybridization (NISH)
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Nodular lymphocyte predominant Hodgkin's disesase (NLPHD)
N-Nitrosomethyl-dodecyclamine (NMDCA)

Non-melanoma skin cancer (NMSC)

N-Nitroso compounds (NNC)

Nasopharyngeal carcinoma (NPC)

Nonstructural viral genes (NS)

Nodular sclerosis Hodgkin's disease (NSHD)

Oral squamous cell carcinoma (OSCC)
Open reading frames (ORFs)

Polycyclic aromatic hydrocarbons (PAH)

Positron emission tomography (PET)

Prneumocystis carinii pneumonia (PCP)

Platelet derived growth factor (PDGF)

Primary effusion lymphoma (PEL)

Peripheral blood mononuclear cells (PMBC)

Polymerase chain reaction (PCR)

Porcine endogenous retrovirus (PERV)

Peripheral blood (PB)

Protein induced by vitamin K absence or antagonism (PIVKA-II, also known as
Des-I"-carboxy prothrombin)

Parathyroid hormone releasing protein (PTHrP)

Posttransplant lymphoproliferative disorder (PTLD)

Protein phosphatase 2A (PP2A)

Revised European-American-Lymphoma classification (REAL)
Rat embryo fibroblast (REF)

Rheumatoid factor (RF)

Restriction fragment length polymorphism (RFLP)
Representational difference analysis (RDA)
Radioimmunoassay (RIA)

Reactive nitrogen oxide species (RNOS)

Reactive oxygen species (ROS)

Retinblasoma gene (Rb) and protein (pRb)
Reed—Sternberg cell (RS)

Reverse transcriptase (RT)

Reverse transcriptase polymerase chain reaction (RT-PCR)

Salmonella typhi and paratyphi (S. typhi and S. paratyphi)
SLAM-associated protein (SAP)

Simian immunodeficiency virus (SIV)

Simian virus 40 (SV40)

Squamous cell carcinomas (SCCs)

Severe combined immune deficiency (SCID)
Surveillance, Epidemiology, and End Results (SEER)
Socioeconomic status (SES)

San Francisco General Hospital (SFGH)

Simian foamy virus (SFV)
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Squamous intraepithelial lesion (SIL)

Signaling lymphocyte-activation molecule (SLAM)

SLAM-associated protein (SAP)

Spasmolytic polypeptide (SP)

Single-stranded conformational polymorphism (SSCP)

Single-stranded DNA (SSDNA)

Sexually transmitted disease (STD)

Simian T-lymphotrophic virus (STLV)

Surface glycoproteins (SU)

Tandem repeats of tandemly repeated sequences (TR)

Drosophila melanogaster Tenascin gene (TNM)

Transporter protein associated with antigen presentation (TAP)

Transitional cell carcinoma (TCC)

Transforming growth factor 3 (TGF-B)

T helper cell type 1 (Th-1)

T helper cell type 2 (Th-2)

T-cell receptor (TCR)

Transmembrane glycoproteins (TM)

Tumor necrosis factor (TNF)

Tumor necrosis factor-a. (TNF-a)

Transforming growth factor-f3 (TGF-B)

Tropical spastic paraparesis (also known as HTLV-associated myelopathy,
HAM/TSP)

Tumor necrosis factor receptor (TNFR)

TRAF adaptor protein (TRADD)

Tumor necrosis factor receptor-associated (TRAF)

Transfusion-transmitted virus (TTV)

Transformation zone (TZ)

Untranslated region (UTR)

Ultraviolet (UV)

Vacuolating cytotoxin (VacA)

Virus-associated hemophagocytic syndrome (VAHS)
Viral capsid antigen (VCA)

Vascular epithelial growth factor-A (VEGF-A)
Vascular epithelial growth factor receptor 3 (VEGFR-3)
Virus-like particle (VLP)

Varicella-zoster virus (VZV)

World Health Organization (WHO)

Woodchuck hepatitis virus (WHV)

Women's Interagency Health Study (WIHS)
X-linked lymphoproliferative disease (XLP)

Z EBV replication activator protein (ZEBRA)



