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2D
2DGE
3'UTR
5'UTR
5-MeC

A

AAV
AcMNPV

ADAR
AlD
ALL
AMH
AML
ARF
ARMS
ARS
AS
ASO
ASP
AT
ATCC
AVE
BAC
BCR
BER
BMI
BOR
bp
BrdU
()
CATH

CcCC
CCM
CcD
cDNA
CDR
CEN
CF
CGH
CID
CIN
cM
CNS
Ct
CREB
CS

D
ddNTP

Two-dimensional

Two-dimensional gel electrophoresis
3’Untranslated region

5'Untranslated region

5-Methyl cytosine

Adenine

Adeno-associated virus

Autographa californica nuclear polyhedrosis
virus

Adenosine deaminase acting on RNA
Activation-induced deaminase

Acute lymphoblastoid leukemia
Anti-Mullerian hormone

Acute myeloid leukemia

Alternative Reading Frame
Amplification Refractory Mutation System
Autonomously replicating sequence
Angelman syndrome

Allele-specific oligonucleotide
Aftected sib pair

Ataxia telangiectasia

American Type Culture Collection
Anterior visceral endoderm

Bacterial artificial chromosome
Breakpoint duster region

Base excision repair

Body mass index

Branchio-oto-renal syndrome

Base pairs

Bromodeoxyuridine

Cytosine

Class Architecture Topology Homologous
superfamily

Covalently closed circular

Chemical cleavage of mismatch
Crohn’s disease

Complementary DNA
Complementarity-determining region
Centromere element

Cystic fibrosis

Comparative genomic hybridization
Chemically-induced dimerization
Chromosomal instability
CentiMorgan

Central nervous system

Product of DNA concentration and time
CRE-binding protein

Cockayne syndrome

Displacement or Diversity
Dideoxynucleoside triphosphate

DGGE
dHPLC

DIGE
DMD
DNA
DNasel
DOP-PCR

ds

DS

DZ.
EBV
EC
ECACC
ECM
EG
EGF
ELSI
EMS
ENU
ER
ERCC
ERV
ES
ESE
ESI

%3 45 8 Abbreviations

Denaturing gradient gel electrophoresis
Denaturing high performance liquid
chromatography

Difference gel electrophoresis
Duchenne muscular dystrophy
Deoxyribonucleic acid
Deoxyribonuclease |

Degenerate oligonucleotide primed polymerase
chain reaction

Double-stranded

Down syndrome

Dizygotic

Epstein—Barr virus

Embryonal carcinoma

European Collection of Cell Cultures
Extracellular matrix

Embryonic germ

Epidermal growth factor

Ethical legal and societal imphcations
Ethyl methylsulfonate

Ethyl nitrosurea

Endoplasmic reticulum

Excision repair cross-complementing
Endogenous retroviral sequence
Embryonic stem

Exonic splice enhancer

Electrospray 1onization

Exonic splice silencer

Expressed sequence tags

Ethidium bronude

Extended TDT

Familial adenomatous polyposis
Fluorescence in situ hybridization
Fluorescein isothocyanate

Free left Alu monomer

Free right Alu monomer

Fold classification based on Structure-Structure
alignment of Proteins

Guanine

Ganciclovir

Genome database

Genome equivalents

Green fluorescent protein

Gene Ontology
Gerstmann—Straussler—Scheinker
Glutathione-S-transferase

Heavy

Histone acetyltransferase

Huntington disease

Histone deacetylase
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HERV
HGDP
HGP
HGT
HLA
HLH
HNPCC
HPLC
HPRT

HSC
HSCR
HSV-TK
HTH
HUGO
HDV
1B

1BS
ICAT
ICLC
ICM
1Csl
Ig

IM
I,
PG
PTG
IRE
ISCN

IVF

J

kb
KEGG
I

LCR
LD
LINES
LoH
LPM
LTR
m'G
mAb
MAD
MALDI-TOF

MS
MAPH
MAR
Mb
MCS
M-FISH
MGSC
MIN
MIIR
milINAs
MM

Human endogenous retroviral sequence
Human Genome Diversity Project
Human Genome Project

Horizontal gene transfer

Human leukocyte antigen
Helix=loop—hehx

Hereditary nonpolyposis colon cancer
High pressure liquid chromatography
Hypoxanthine guanine phosphoribosyl
transferase

Hematopoetie stem cell

Hirschsprung disease

Herpes simplex virus thymidine kinase
Hehx—turn—helix

Human Genome Organization
Human delta virus

Idenuty by descent or Inflammatory bowel
disease

Identity by state

Isotope coded affinity tags

Interlab Cell Line Collection

Inner cell mass

Intracytoplasmic sperm injection
Immunoglobulin

Intermediate mesoderm

inositol 1,4,5-trisphosphate
Immobilized pH gradient
Isopropyl-thio-B-n-galactopyranoside
Iron-response element

International System for Human Cytogenetic

Nomenclature

In vitro fertilization

Joining

Kilobases

Kyoto Encyclopedia of Genes and Genomes
Light

Locus control region

Linkage disequilibrium

Long mterspersed nuclear elements

Loss of heterozygosity

Lateral plate mesoderm

Long terminal repeat

7-Methylguanosine

Monoclonal antibody

Multi-wavelength anomalous dispersion
Matrix-assisted laser desorption/ionization
time-of-flight

mass spectrometry

Multiplex amplifiable probe hybridization
Matrix attachment region

Mega base

Multple cloning site

Muluplex FISH

Mouse Genome Sequencing Consortium
Microsatellite instability
Mammahan-wide interspersed repeat
MicroRNAs

Mismatch

MODY
mRNA
MS
MS/MS
mtDNA
MTOC
MYr
MZ
NAS
NBS
NCAM
NER
NF1
NMR
NOE
NPL
NRSE
NRSF
oD

Ol
OLA
PAC
PCNA
PCR
PDB
PEG
PFD
PFGE
PGC
Ph

PIC
PIP,
PKDI1
PKU
PM
PMF
PML
Pp
PSI-BLAST
PTT
Pu
PWS
Py
QTL
RACE
REMI
RER
REST
RF
RFLP
RISC
RMSD
RNA
RINAI
R Nase
RNP
rNTP
RP

Maturity onset diabetes of the young
Messenger RNA

Mass spectrometry

Tandem mass spectroscopy
Mitochondrial DNA
Microtubule-organizing center
Million years

Monozygotic

Nonsense-associated altered spheing
Nijmegen breakage syndrome
Neural cell adhesion molecule
Nucleotide excision repair
Neurofibromatosis type |

Nuclear magnetic resonance
Nuclear Overhauser effect
Nonparametric lod

Neural restrictive silencer element
Neural restrictive silencer factor
Optical density

Osteogenesis imperfecta
Oligonucleotide ligation assay

P1 artificial chromosome
Proliferating cell nuclear antigen
Polymerase chain reaction

Protein Databank

Polyethylene glycol

Polyostotic fibrous dysplasia

Pulsed field gel electrophoresis
Primordial germ cell

Philadelphia

Polymorphism information content
phosphatidyl inositol 4,5-bisphosphate
Adult polycystic kidney disease
Phenylketonuria

Perfect match or Paraxial mesoderm
Peptide mass fingerprinting
Promyelocytic leukemia
Pyrophosphate residue
Position-specific iterated BLAST
Protein truncation test

Purine

Prader—Willi syndrome

Pyrimidine

Quantitative trait locus

Rapid amplification of ¢cDNA ends

Restriction enzyme-mediated integration

Rough endoplasmic Reticulum
RE-1 silencing transcription factor
Replicative form

Restriction fragment length polymorphisim

RINA induced silencing complex
Root mean square deviation
Ribonucleic acid

RNA interference

Ribonucelase
Ribonucleoprotein
Ribonucleoside triphosphate
Retinitis pigmentosa



rRINA
RSP

RT
RT-PCIR

SA
SAGE
SAIR
SCA1
scFy
SCID
SCOP
S
SDS
SF1
SINES
SIRAS

sIRNA
snoRINA
SNP
snRINA
snRNP
SCA
SRP

s

SSKR
SSRRP
STAT
stRNA
STRP
STS
SV40
SVAS

T
TCR
TCS

Ribosomal RNA

Iestriction site polymorphism
Reverse transcriptase

Reverse transcriptase—polymerase chain
reaction

Splice acceptor

Serial analysis of gene expression
Scaftold attachment regions
Spinocerebellar ataxia type |

Single chain variable fragment

Severe combined immunodeficiency
Structural Classification of Proteins
Splice donor

Sodium dodecyl sulfate

Sterordogenic factor |

Short interspersed nuclear elements
Single 1somorphous replacement with
anomalous scattering

Short interfering RNA

Small nucleolar RNA

Single nucleotide polymorphism
Small nuclear RNA

Small nuclear ribonucleoprotein
Spino-cerebellar ataxia

Signal recognition particle
Single-stranded

Stmple sequence repeats

Simple sequence repeat polymorphism
Signal transducers and activators of transcription
Small temporal RNA

Short tandem repeat polymorphism
Sequence tagged site

Stmian virus 40

Supravalvular aortic stenosis

Thymine

T-cell receptor

Treacher Collins syndrome

TOT
TR
TFR
TGF
TIGR
TK

T™P
TNF
TOF
TPA
tRNA
TS
TTD

uc
UEC
UESCE
urD
UTR
uv

A%
VCFS
VNTR
VPC
WAGR

WLS
WSI1
Xgal

XP
X-SCID

YAC
ZPA

Transmission disequilibrivum test
Transcription factors

Transferrin receptor

Transforming growth factor

the Institute for Genome Rescarch
Thynudine kinase

Melting temperature

Thymidine monophosphate
Tumor necrosis factor

Time of flight

Tissue plasminogen activator
Transfer RNA

Tumor suppressor
Trichothiodystrophy

Uracil

Ulceratve colius

Unequal crossover

Unequal sister chromand exchange
Uniparental disomy

Untranslated regions

Ultraviolet

Variable

Varkud satellite

Velocardiofacial syndrome

Variable number tandem repeat
Vector-producing cells

Wilms tumor aniridia genital abnormalities
mental retardation

Willhams syndrome

Waardenburg syndrome type 1
5-bromo 4-chloro 3-indolyl -1~
galactopyranoside

Xeroderma pigmentosum
X-linked Severe Combined Immunodeficiency
Disease

Yeast artificial chromosome

Zone of polarizing activity
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