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On the Method of Estimating Special Combining Ability
Proposed by Yang Yunkui

Gao Zhiren Rong Tingzhao
(Sichuan Agricultural College)

This paper deals with the theoretical basis of the method of estimating special combining
ability proposed by the late Professor Yang Yunkui(1965) and with its applicability as well.
From the quantitative geneties variation point of view, the genetical assumption derived from

Yang’s method appears to be quite valid and leads to a slight modification of the generally
accepted statistical model for combining ability analysis. With algebraic manipulation, the

authors have found on the relationships by which the estimates obtained by different methods
under discussion can be transformed and predicted from one another. For illustration, two

examples are given. The results show that to combining ability analysis Yang’s method is more
applicable.
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