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A

A
a) IREMSHE (6-EEEM, Ade), DNA il RNA L RIGISHEA:

b) W& B 7R,

AAD [ fE5 41 DNA ] R —arbitrarily amplified DNA,

AATAAA sequence [ AATAAA F 5| ] l—poly(A) additionsignal,  y# N\

Ab [ 54 ] Roantibody. N

Abasic site [ MBS | BRFFIOEISTT, PAT 0 "
HAEL, WL—APendonuclease, —AP site,

Aberrant RNA (abRNA) [ BE RNA ] -~ MEEH RNA 4 F, HEXRET -1
WEER (“BHM”) $3HE (W otransgene ), ZAH A THRFARAKE T
RNA ) RNA R4 8 (RARP) 1ER] T & BUEH EAME RNA 731 (cRNA )
B X4 cCRNA fRIK A # B mRNA B XU RNA, iX 48 cRNA
mRNA [ R .

ABM paper [ BEFTEHBAEFHRELK | . —aminobenzyloxymethylcellulose paper,

Abortive expression [ TR FiX | 7EF R FE P SNER A MBI R K (N5
LT FEFRAOEEEHB Y G NHFEERE ). DRI ¥R
THEFHERFHARERARR, BHnTaER b TANE MR QRS S P RA
B

Abortive infection(non-productive infection, incomplete infection) [ FEXEEF ( IE
EFERR, RE2BEt )] WAk (W —bacteriophages ) XTI B By, R
R TR R YRR R G, (HRRYA L7 A Rt 8
H R (—lysis ) FERLL ( W—lysogenization ) ALK,

Abortive initiation [ TR | HHF R ( W—transcription ) ST/ BH
MEEF KA. THEIHEFHAEE RNA ( ﬂ—*messsenger RNA ) M
BT R, MEREASRESTES.

Abortive splicing [ TTB8Y#¢ 1 (Ll R #BY AL A (W —cryptic splice site ) &,
ARESRIESN 2T ( W—exons ) HHMBIHEE ( W—splicing process ) i1#, K
BBy RN T INBER mRNA .,

Abortive transduction ( abortive transformation ) [ T & S { TR )] Bt S
) DNA 7> T RRER B RERSE (FRRBY ) F27E T2 AR R b A ik 2

NH,



2 Abortive transfection

Abortive transfection ( transient transfection ) [ TR # 3 ( BRET#ER ) ] ¥ oMK
DNA MR HBEEREB AR ( R—direct gene transfer techniques ) # A H3)
YIsR AR, WA SBUOMNE DNA i e B & 718 L AMMEER L P,

Abortive transformation [ TE4L 1 WL rabortive transduction,

A-box [ A#E ] #77E TH#ia RNA ( W—transfer RNA ) I 5 S Boli{k RNA 2 A
HHFFHI S-TGGCNNAGTGG-3', fEAMKHET DNA f§ RNA RAEH (-
DNA-dependent RNA polymeraselll ) #)PA fEf5 i 371

abRNA [ R #EHM ] 1. —aberrant RNA

Abundance [ FE ] AERfE], AEMHP, —FEEE mRNA & H 5 FHF
B¥it,

Abundant RNA [ B3+ & RNA ] i—high abundancy messenger RNA,

Abzyme ( antibody enzyme, catalytic monoclonal antibody, catmab )[ Hitk#g ( 3T
*hm, REMEMNRTEENK, catmab )] —F EA BTN,

Acceptor (recipient) [ 34k (Z4k)] B WA ( W—donor) 2 BIEEE

(DNA B RNA ) W40, BIaEHERES (W conjugation ) i,

Acceptor end [ 324k3K¥ | 7E4£i2 RNA ( . —transfer RNA molecules ) 3/ 38 =%
R CCA, KIGINIREM I RRRETE 2 N 3 BB SR LM%, I—
acceptor stem.,

Acceptor junction [ &K ] W—acceptor splicing site,

Acceptor region [ Z&XiH ] . -H-DNA,

Acceptor splice junction(acceptor splicing site, acceptor junction, acceptor splice
signal, 3'splice site, 3-SS, right splicing junction, splice acceptor site) [ &
I LS R BRI, BRES A, THBES, 3 M s, 3488,
ERWELES, WESHMAR)] AP EFILEFF ( B—consensus
sequence ) TAG: G FIBTZIZE ( W—split genes ) HIP& T 3/ BRAIS B F- 2 Ji]
RS . B SRR . %FH—donor splice junction, —»GT-AG rule. W
—splice junction,,

Acceptor splicing site [ SZ4KBIRE(T 2% ] W.—acceptor splice junction,

Acceptor stem [ FEGNKZE ] (RNA 53T B0 IE M, i Mmis4ea Bk G e
HMFY 3-CCA-S',

Accuracy [ ¥R | 1K AESR (NBA—MERIBE ) 287, SR MR
AFH DNA 8 BT RRAF 98B . Xt H—fidelity. W—verror rate.

Ac-Ds system [ BEMMEE RS ] W —activator-dissociation system,,

ACE
a) [ FRFHIKAE 1 W—affinity capture electrophoresis.



Achilles’s heel cleavage 3

b) [FEfMEHE% ] K —affinity coelectrophoresis.
c) [ #1825t 1 W —amplification control element,

Acentric fragment [ TRZNEF B | LEAEBRTAN— I REERE (L
—chromosome fragment )o B FEREHHF LM ( W.—centromere ), FEH 22435
Bk ER

Acetabularia [ 3% ] 0¥ H b —F KRR AL, $HTHRELR ., %
SCHaIE I 40 MO R 4534k R A A o

Acetylation [ ZBALIER ]| & ARBHIR)E B ( I —post-translational modifica-
tion), HIZBEHMTIA . 401412 F4 (W — histone) Z. BEAL 5 7 /MA (B —
nucleosome ) 5 DNA 45815

ACGM [ ## HtyHEEEHRIE ] W—amplified consensus gene marker.

Achilles’s heel cleavage [ Achilles BAR R | — N FF 28— s L BIR SR Y)
B ( W —restriction endonuclease ) Y & ( —recognition site ) ¥17F DNA
RETHEARNEGEARE, REFEREZ BN, Flin, % DNA M

RIHDNA

mE mE E mE nE
! ! R
mE mE mE

Achilles 3818 248 (A)



4  Acoustic gene transfer

RIFR AL S BEB— T R T ( W—transcription factor ) B HAth DNA Z54EH

( J—DNA-binding protein ), i lac PHi&# ( —lacrepressor ). lex A &M (I
—slex A protein ). WEE G MZERY, MH ML 54 R HH P Al
R, XA BB SRR S R REERE R C5 b, R ELARBH I BR B
PIEMRBE I B . BRI EEAZIE, ¥ DNA ZRTRE BN L Al 8
PRI IR DB . BR TIXSeZE Y, =48I ( W—triplex ) AT LAHEMR D
— AR AL

R =sEE AR

ALHRDNA
E E E E E
! | L
mE mE E mE mE

Achilles B2 3% (B)

Acoustic gene transfer [ A FEERHER | — RN HE#HB (. —direct gene
transfer ) EEY P JTE:, 0k RS I A 28 7 A A 7S e A BB |
AR/ RGO IR, FEE A ( R-oprotoplast ) HIANMIE R %
P A o S R R O A B R A S0t 704 3 LB A3 ( I —transformation
frequency ) LA 31,

Acridine dye [ IY BRSS! | REAS RENIIMLAWETI P BT, iy
WERHATHEY) . FEMRMRBERT, SN BE (g, N
WHABITE DNA (dsDNA) HIPIASEZIE . PILIEN S @;Iﬁ
BTRELS A EXUEE DNA | 555 DNA FlH8%8 RNA f5MIT, AN
WIBETHE DNA Fl RNA A B, #RBRRE . ML MY RS
ZHBR%K . W —acridine orange, acriflavine.

Acridine orange(3,6-bis-dimethylamino-acridinium chloride, euchrysine) [ IYI%
B (36-N-ZHRE-WIL T, IWIRME)] BRI L, ALEHEA
SRR S, WES 5B EE  ne ,CH,
BRI S AR A, S e TSN M
XU DNA B8 A HI7E 260 nm B ) 4

AY g

S, ATEAZE 530 nm (425 ) LABEGAY



