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“7L7§/\$B?‘j=, Springer-Verlag BB A —AHBR.Rie-
ger, A. Michaelis ¥ M. M. Green REOEXNRESB R e
{2 5F%, A Glossary of Genetios and Cytogenetics BB B3 4 7
ERBAT, ?“ﬂtﬁiﬁfﬁfﬂﬁTﬁf@ﬁW, EREFTHREBR
Bk, MAZE—ABEHETAL, RTEAF—B, RB—%4
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EREFGNERAER, DRUERE . FERHRE, BHEE,
RMINEBAALEE G, K*iﬁ@@%ﬁﬂ?%&i‘ﬁ*mfﬁ%tﬁﬁh T
HEMTEHE, mm@x%%%@t%EZ:ﬂ**%E@ﬁE@?ﬂo
MR A T B 5% — k1 B Sy & 5, . EREH— 15, R
@%%i%ﬂ@dﬁﬁﬁﬁﬁ%ﬁiz—n FAmTHeHE, sEE
#4555 B B N e RFAEMEEZGSER, I “Satellite
Chromosome ” B “Satellite DNA” E_MARERE LEEELY,
BEEBENEET+EATFR, ROHEREEEEA - 5P TR
EEZIRERHE, HER b R ABHEGR L, RR PG =
REHI iiﬁﬁﬁ&ﬂﬁﬁﬁﬁﬂ%%&%%gﬁﬁZfﬁ» RE
FIRBCR 20 RR—ATH R ARG MR, 26 BRSSa
BEBGHRB, mEs . WS - Mdw - AMLBESHERE
BERTSHEGME, T R. Rieger FARETZRERE M
%ﬁ#Zﬂ%ﬁ%ﬁ%@ﬁﬁﬁfﬂmﬁﬁgmiﬁﬁﬂ%%ﬁ, BEBY
5z, REBEREPTEZE; BUBRMARBT —h&—H+
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HEFHEABA, BITHKRERBT 522058 Y, ELRF
Eﬁj}ﬁﬁﬁo BH J. D. Watson #M “ Molecular Biology of
the Gene ” B FTRRR R B 1 — Lo ERGTRMERE



HOBH—XH, KPR EARHEBARMUEZE, EnREIE
AR BEELC“BAERAEFER" (FHR. L. King, 1972)
FIAM B Ed, BRAZTHEERABERTAEEERIFEBUL
Zy RBRFHAR.

EEMEBERABSEMRELFAGLE, ERANEHZFENH, R
MEEBREADS4S, BHAMAKTHETREAKKGRETK.
H-BR2LAMNRBLARYG, LAXRBETEE. 545 —-HHR
XEERHETHE, A EXBREE “ Satellite Chromosome”
K “ Satellite DNA ~ FEXSHEH, RALARERT . E—H
BF R, REZHRZRMEEE (International Genetic Congress)
748 T SO M R E SRR

OB ERERAMAENRMAER, FABHAN " guanine”
¢ BN REFEATE. AMLEEIRS g ETURT
semr, UREMARSFHET. R guanine ” & AFFm
“« guan™ RPN EF “huanu” , RYHHRBE “dung ", BRR+P
Yo RREHERT, M euane " EETHREZIXNSH, Hh
FmdsmTrsB4, BRURAHNEHBFEM. Hfqn ¢ Vitamin 7
BRCHMATREBERTIERSPED, HE {7 48 AT
AAREAEEHE, EZRREFHDRE. E3TE AR, AN
FREE CET BT R ZEATHTEE. RELACREBE
WHEAT “ER"HER, FRERANESADE RKEE—ER—@
&y ¥ (nomenclature organization), APt AEEFBEWER
— (B B o

ABERSRERG, HERBAKA-Del, FRFERK Dell,
Hygifa® J-P1, RERAR P1-Z MR ERBBRS, BEF
% ABHEE. BROEFTAKBE-F2—-HEEEH, BT AR
HEDEREERAREERENR, CERERENTENS Z—HR
¥ o %%ﬁﬁ%ﬂﬁ%*hktfﬁg$ﬁ¥, ELHBERANRFEZ
FraRELxE, tﬂﬁﬁﬁﬁ%lf’ﬁﬁﬁz%ﬁ‘rﬁ——i?zxo {8 fib 3 = £
RE WS BN A R FE, HEREhRM - 8lEER, RE®
BT AW TR FRBHE BEMEE, s TERORBIE,
%’ﬂﬁﬂ"i%%%ﬂ%*ﬁk@ﬁ]@iﬁfﬁ%iﬁﬁﬁ@ﬁ%@%lf’?o I &
ﬁ{f“iEﬁﬂﬂ%‘.%ﬂ@%ﬁgﬁ%%ﬁﬁﬁﬁﬁiﬁfi, MREE R
SEREBBBRLEFA, 5= ERE RGBS DR EERME



R TAMB TER, FULBRATESE, TERM ELREM,
MASEXHHERROH REERBER LB

ARTR, EHESKGOBRRERT -0 R, Rt T A
REOSTEFRFEGRIEAR, ARBILAHAKSE-RHL
e, Bit, SREFLHEELBB2R. AENRI/EATEER
WMETRE R, FRHN IO, REET -MBITRHMUELE.
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Aa

A : {ERELEME (autosome) ZHELEH
A .

AA—AMP : IRME#ReIZF (amino acid
adenylate) Z & 7

AL AL 7%HA1 . #HAU : F—-AF K
RET HH P(anaphase) 7S | O WE S
-H (meiosis)] .

A,B antigen A,BI[E ¢ {0F& ABO U WREH
*Eg’ﬁfﬁ(mucopolysaccharideS)vAﬁB{ﬁ
AL PR ER (erythrocytes) 24 [, $
ENRATEW SRR L B M
VAR B4/ (penumultimate monosaccha-
ride unit) Z ¥EETRHME . (BHHE D
LB E R, KSR K45 T (nacromolecule)
e IE b RREE. Tt KR E®E
HRCHESBEL AT FEHEey R
B (sugar unit) INEI B AL G 5 L BRI
K - [BE (homozygous) K> K&K O %
B, M T, | SUXKNLEREES
fy(inactive)o FEMIBRMEY P> 7 RELAE
EEH (glycoprotein) 2L R4 LB A,B
PEER, YPAREYHBEL. 8K
RAREAUEMA HRHAAB RSN,
FERAREEEHATHACHBIR .. BEH
EHEBBRENE THEERUALTRER
EFERTURE 4+ RAF EA(immunization)
ZEER-

abbreviation #8558 : th 7 B ERFH \stage)
ik, MEMREIET (ontogenesis) iR
it -

aberrant mitosis M AEHSTH -

aberration rate  WRE: D>REMEY
{(chromosome mutation) -

A B O blood group system  ABOf %I Rk -
D AB#M (A,B antigen) o

abortive infection MR [ Lwofs -
1953]: —(RMBEMIES % # M(bacterio-
phage) BRI, EEMISEEIFER (lysis) 8
i % A4 B (lysogenization). ¥
(DNAB RNA ) NE#H (reproduction) .
[ =>4 A% 3 (productive infection) : %
# & # (reductive infection) ] .

accessory plate

abortive transfer KH¥E4N : LI DNA, £
FHE 88 (donor) B 5% REBHIK (recip-
ient cell) B§. RHE(E HBMKIFDNA- B
e RmyAn—§0 . SpfsEiTLE
#4.:8 fem(transduction hg 4Lk Ml transfor-
mation) Ll J #4 (conjugation) 2K BI%
B, AT, BEEH (ragment) ,
EEELESh, BHHERE. KEEDNA
B SHaR, &N REYEY -
1 BEIR L AHEEFHEAS DNA HHE
Fshr 1 1 ¢ HERBESATU E Y (circulariza-
tion) « (LEHS FRERE BN MRERT-
TGRSR P B B RER (ex-
trachromosome) %*ﬂf@ﬁ[wr‘ﬂ
(plasmids) | R#EXHTAR . REEE
B—FAE MR E £ (autonomous) A7
BERS . REEZSBREBAC RS, &
HEEERN 2 ETRARBTELE, TR
B El > kMM ARG DNA Bk
g (gene) , A ESRET DBER L.

absoluts plating efficiency  #23-FRE%E -
AR EAT. , ARORELEHE
( colony) BHE 58K .

acaricide  §EAgM ,

acaryotic  #Ei% . WA MM ( nucleus )
iz

accessory chromosome @@l [ Mc -

Clung » 1900 ] : >R & #M(sex chro-
mosome )BAc>B —§:#,# (B-chromosome).
accessory DNA [ ONA : (It A R&K
(gene amplification) TiHBERKLEE
Bl > R DNA (surplus DNA) -
accessory nucleus  BH#% : LA IBE
{oocytes). BB F(vitcllogenesis)
Ling, HEAEWRTHE2 NS CTER
HIPBEE SN . §H RNA TTFRE (e-
lectron-dense) Gt R R EE
o ML 8 R 1RE IR (albuminous
yolk) BH 2 %), IR BBUIBAR (vitel-
line membrane) =
accessory plate PRI [ Darlington
1936 1 : B @K (bivalent)y—@EK M
B (supplementary metaphase plate},
7 43 B o R B 42 B 75 ARiH K (equatorial
plate) 74 [ IRERS & K &6 45| (cen-



acolimatization

tromere orientation )1+ B K F ERH
-3 200 fF i B S{noncongression)]
{ >4 4 (congression) I o

scclimatization  BiiiL -

accomodation ARG { Thach and T hach»
1971 ] : # 4 #3F ( genetic transla-
tion) By, FEAN—ETFEGTPIRE:- ¥
BER 2 t - RNA( peptidyl -t RNA AR
B (ribosome) k. HiTBARE T P B
£ & RNA (messenger RNA) BE &3 H
VHS SR RESKHR FBmE .
BEEFYHEHGCREHF (G factor ) Ming
[=>5 B F (translocation factor) ],
ERS GTP 2 ARIERARE. BEM 3
B RNA % IF 2 - {L GTP K& {F At}
¥RBE, MY REEEE (Met - tRNA
ZESGE [ &4 t RNA ( initiator
tRNA ) 1 BEEFEBEGTY RE B
{F Mot - t RNAMISATIER -

sentric MM : 4% P H(ceniromere)
58 M (chromosome) R v i A7 By -

scetp-carmine  BNEKL - AIREK R &BKE
b (Siismed | 2aN. %R 8 (acetic
acid)h, 8% 5 AL (carmine) o

aceto-orcein  MSERHERAL - #4spKEL(orce-
in) BTN RA, ARERES RS
Bl I—A REBREN.

Acetyl CoA  ZRIEHERA ¢ ZMlacetic
acid, M%) [ B {LZMif (active ace-
tate ) 1 B % BMEIEE (ester ) 4uty, B
Kreb's AR (Kreb's cycle) REsA%S
(ratty acids )AREFHEERA M-

achiasmate & X HBTHHTEE R
(eross over)H1X R{chiasmata), HF -
B —% BEETIOHNBD H 5
HUFETZREEN S B BT NG P
e B ¥ R b B Re A E S
B — BB —& S Bhfi{metaphase)
DA bRy B8 (chromatid ) R 55
. B I3 BT HLHER ERARE
ZBH. YRIPLEABASBE A K
ARy UBVBEYERKRINTH
¥k (vertebrates) [ White » 1974 )
{ > % R {cryptochiasmate) ] -

achromatic FH L BRW [ Flemming »

2

-

1879 ] : st (nucleus)} N THE LI
& (chromosome) — B g REMHHRA [ >
e % (chromatin) ] o

achromatic figure FREIE: HEARS Y
(meiosis) A # %5 & (mitosis ) ¥ sk
M (spindle)c [SH¥PME (mitotic
apparatus)] o

achromatic lesion 5 RENAR: oo
(gap} -

A —chromosome A—¥ta [ Randolph,
1928 1 : F#Ppe @b ERRER.
HERERZAWE B~ 4 &M (B-chromo-
gome ) o

acid fuchcin  BEPESOAT ¢ B PR 4L AK ey -
tochemistry ) (5 — SR I -

acidit amino acids P PR MAY - i pH
¥, WFE & BHHM A% (amino acids) .

acquirec character  JEEMGK ¢ o tUK
(character) o '

acquirec characteristics, inheritance of 78
MEE: QBEE S, YIELERERMEER
ZHEER MRET®RED- )

AR EERERR [ Whire
1945) : # % (centromere ) I 3 R %
ARERZKM FL—BRZFins
(chromosome arm) /by ME—& 3
ERBHEEES: [ PP E REM
(metucentric) J o

acrosome Bl Lenhossek . 1897 11
BT EEwmed s AR—RAK
(outer membrane) » BLERZETREBAH R B
§i R 45 0 KK & (inner membrane),
HET I RABE | Hancocks 19661

TEERAENY 828R, B—
e AR REE— BEAE (Golg
elements ) (2% & Xa M(dictyosome}]H
EU SRR SihRR AN "Dy tsec-
rate) HRES. LA BARBRIEXE-H
% -

YR L BRMR—ERo%, ER
RHERNZBANER RESLHN . E8
mk it 2 B E A, BEALE A Fayeote)
ZHEK.
acrosyncecis

acrocentric

£ @ [ Percival »
1932 ] : ERA %Y (meiosis)F, BE



gl AR 2R TERIAY (end
~ tn -end pairing).
actin iEHVEH: RUEHT T T TEY
70,000, §esH%A (polymerization) i
RO AL etk -
a-actinin o -PIHEBE - NMES - UL
ARz TR 95,000, ZlLE
LM Z B (L - line), MTEALBREIE
{actin - filament } ko
actinomycin D fic W D : P4 E(anti-
biotics ) f—. TR RNAGAEE R o
action system {TEHMF (| Hamburger ] :
FEHE B (embryology) 4 —RESHE&
# (organizer ) % & R @ REM (or-
ganization field), 7R MM #% (reaction
system ) t, LIRR—FARSEAZTED
(developmental potencies) B3 H.
[=>3¥ %% (induction system )] .
activating enzyme  E{LEINE: O st A LR
& (amino acyl synthetase) -
activation M{L(EH : SRR, H—@EE
R H IR K R R —@RY (pipette)
BEAMS e —EBRE. BR EOE
K@ LI 44 (cortical granules) gk 2.
SEEA R, LRSHIMEMEIREZA
RS { Gurdon» 1974 }o
activation energy  E{LRE - — B Rchi—
B RESE TR AR -
activator MW [ Huxley 1935 ] : H—
Ik #I %N (gene-dependent) B9HE . #
MELRBROABRR N THEHE. R LAY
HANHEERERSES-
| BEENEe  (local activator) : {FE R
M (cell) B E 4 MM ER (tissue)
-
a) AOMEP I : EHREERAEE-
b} B 5 (M (chemodifferentiatory
8 R iEe LURBVEAG & BB eI iR & -
2 B NN ST (distance acti-
vation or hormon) : FE#: A MM 1%
Bsto Eammme gle] Bl .
a) Bk# (diffusion) [ FIEASSEA ] -
b) % (body fluids ) (HBEER
activetor RNA MM RNA [ Britton and
Davidsonms 1969 ] : fES47E DNA L%

adaptation

BB B FE D F (molecule ) - BE
RNA FE(A#Z4Y (eukaryotes ) Z A E &
38 (gene expression)i A ZEHK. &
BBrittonFflDavidson g, ALY
2 XA WK 4k Al (genetic regulation)
HBEYHHERE EFKETRME . e
RNA ZIZhA, P emiles, exi
MmEIER MR FE 2 ERNE. HWRNA
BRELR " 4R~ " (integrator) 2 ff
WER, ¥HAHERTH DNA B—E%TE
BOBRTEER YR ER.
active site Xt £y i | REVE A —B(re -
gion) BRI 5} 784 ((HEH EEA(inter-
action ) ¥, ,
active transport  +EHER HBEULARET .
HBRE B (cell membrane ) Mk E . £

B R ARG

adaptsbility At : ¥ M (adaptation)fy
7

adaptation KK : ‘LS 2 MSEL Shk

AL B, FhESERER 4. &
Y RBEEGES 7RSS EEFHER
£ ARETRE-HABH L -SABNE
SRR FREAHEBSERRER
BEREYNER L FEHMHE (charac-
ters) WM —AMBE (individual) K W
(population) » ZEHR/AETFRBEHT, &
THENREH A, AT EBAKREE
BET 2 RA M adaptive value) M 4K
{fitness ) »

S BUE B AT Lol R A AR
TR —BEeE YA ( phenotypic
adaptation ) : — B3 %% H M (genotypic
adaptastive } . FH—HEET, ZRAY
{genotype) HEB > K AIH. (reaction
norm), EEREET., JTEHEBEHEAZS
7] 7 ¢E BB AT o Efﬁ:‘&fﬁﬁan AR REE
AR - AR A R
B~ me R ERE. MEHE AL
mEEL—-RE-

BERLH—FHATREN. ATENDE
BIAT R, MHESEATIG R EHE (sc-
lection) S RBFR BRI RRF. WBnf,
BEFAACRF—BAREYRE R
EOIN BB R R W 4 e 1



adaptedness

TSR BB E, —WFn 4 pie
EHERATHENR [DSEEM (flexibility ) ]
BEENTI BRI KB .
EEEEER 288, LARRES
B LB EMASFHIS, ARENZE N BE

BEEETRERE MEEEMSZ LT

#* (survival rate YARE, s REER
BEREM (altruistic adaptation)
[ Haldane » 1932 ].

F— A LAY > Shiefefl, "Ly
ZIBERIGHE A, L AR 7
{prospective adaptation) [ Simpson
1953 I HESS : £ RBRE,
Y RABEFBEG. EuRouR. &
FIREH S B [ = TR55:EM (pread-
aptation) ],

“ ﬁﬂﬁﬂﬁé"(pseudoexogenous)ﬁﬁ
[Waddington s 1953 | R—@& i LiE
ERREGBHBENER, BERE, T
FREPMITER, ARARBE S NE
B o

adaptedness XM /) EEEE (adapted)
FkE. ERUGHEESD. RR4E B R
A% ( norm of reaction ) ROl B
{(range of environment) B{EH -
adaptiogenesis  HfEM > L ¢ 5 A (ad-
aptation ) fE@HE -
adaptive EMEO): 4 HIEH A RIE S HE
MMAENR, EEEDIENENE. KEE
o4 drf (viability ) » 4 %R (survival
rate ) Rt JE (reproductive rate) o
adaptive norm  EMEIIWE [ Schmalhan .
seny 1949 | BEMIN—FRERE MW
HE—BEZREM LABESEH (ge-
netic diversity ) f38 4#8 (complex).
adaptive peak
REBEALY B L BE (topographic
map) B9 HR R EBAE TR, KK TEY
BB RIS MG - L e RA W EY)
AR, TMECRELE Of i — I B A
s fI (ecological niches ), HE&EHFHER
CRERASE E, FEAES A .
B o 151 ) 3 T 6 M 1y 2 DR S TR A
“HEER " (adaptive valleys T R
H—BEBRE—REBSH (popula-

EEE L Wright » 1932]:

tion equilibrium) AR ( 2 EH ) &
% [ gene (allele) frequency ] K % B#
£ (genotype frequency)gH B MR . il
B —FREFHEER DR TR
BEANGRERE RUERTHIER th
H—EERBEAE RAFETI=gR
¥ Dobzhansky s 1951 ; Lermer »
1958 ] :

LHEMHEMIEART > RE 8
LR .

2HEMBREER T FES ",
A A", MBS g &M .
FHBECTTEARERTRGERER,
EEAREIG AL EEN $HAE (gene
pool) » H— WGBTS —BEG,
LABBETPRS B, HSirRES
ELTHTH.

IWEUHEE (mutation ) LIE 4
HABEERMAS REFHESTHERSE
f. RAGSRECIEH%, a4 e5
R A th R 1538 -

MG T : LBBAE,
B e ERA T — T @ — R
HERPETRERR D — KWL ERE L
HBIEA 2 WM d(adaptive value) @i
Zo MRS —E “ LUBR " ( mountain
range) LI“F8"f “B:3” (saddles) 35
WYLg " . BETRGERDS L LIRS
I ER— BT, T4 SR 45 5 iR %
& L —EE S . '
adaptive radiation EFEEEN : —Br4 e
. k2 %8 ( diversitication Y[ Bm—
5 FRHE (phyletic line) 1, BE LMY
HEEF A . FIRERH 3R 8 #(selection)
T M AL B8 — St fi(ancestral species)
W& BT R BER (types). sz “H”
TEEREHRIBEE, BREHHIE—R
P RS (adaptive zona) PIST ik aks B
[ Simpson s 1953 ],
adaptive value EMEf :E— K THRET
~H Y% M (population) P L — X KA
(genotype) , M 7FiEH (survival value)
R4M#ED ( reproductive capability )
%> RH AR BT a5l -

AEm [ =EBE (fitness) 1%



RAREHRE S — HEXRZERDAN.
SRR . I ARKNEBE
BESZHEFREATHER, BERC
ZHERASSHE, MED ERHE AR
Filo —ERMMAFEXHRAERH, AEX
— R BRER, KA WE (bearer JHH Al
ERR A HERELESAEENG TR
SUFRNHSERUNBERNAFTEX
HEN D, KBS, REEERBAFEE
R EHERD, RAEEZEHE N (fer-
tility ) [ Dobzhansky+ 1951 ] . B—
ERVBE—HEREAN - ARE. aREG
EREMAAMRRE R BETRGEE.
[Weisbrot» 1966 ]
adaptive zone KM ¢ LS ERCEE
“HEHR 7 (way of life) » HEMEH
#Hr B # % A E# (adaptive subzones).
adaptor hypothesis AIEBB [ Crick >
1958 ; Hoagland » 1959 1 : [oo# 48
#44¥ (genetic translation} ] .
adaptor modification hypothesis - 363 113
BB [ Sueoka and Kano-Sueoka
1964 ] : RMREHEAESRZEBR
T B LR t RNA 3T 2 ST,
T &% mRNA FEF> BEIOpaER
HRNA 5% 8 (aminoacyl-tRNA-syn-
thetase) ] B EZRERE BB - B H 8 (mul
tiple species ) f t RNA RUE{LIESS
HE AR, — St RNAT BIEIE mRNA
METLSFETFG REHF (genetic
translation) o
adaptor molecules RIBAT s R IRBF
(genetic translation) "
additive genes  HMER A : S ER (al-
leles) #HAFHBEM (dominance)
BEHEFRZ2EZER X B S ¥24R8
(nonalleles) HATEE Lz (epis-
tasis) BHENR. [ © (RWEEA
(gene interaction) ] o
additive theorem B ER : H#(ex-
change) G5 | 7 # INRAT ; FEHBE(Link-
age group)y BRI (loci )JA R CWIERSE
U #(cross over) MEEEBHIRARC
2 RABRC ZXRESEERN AB IR
GBSREBC THEFE 2. MBAK

adjacent distribution

ACHRERE > Rl AC ZERREMAR
BACZE (E1 )

S B R y T S
| A w—— ] N
a ] 1 b

Bl .EREWEERE (a®Rb) o,
SEERAETENBEN SR, (EhE
MEE®R  (additive theorer of ex-
change percentages) ]

adelphogamy FIRIZAR : B LEkIRM { sib
pollination ) , JEM{C) FakkE (2) 4
BB £ ] — i % R O LTI Sy AR MRS
adenine [REEDS : KR HR G —E S
RIS
adenosina triphosphate  BRAIISAL T = B3R
MWATP, —EREHPME (phosphate
ester ) BBREFBERS EBLAY-
adenovirus PRS- B EO—& > BE
80nm ( nano meter ), AE—E-1+H
f(icosahedron) HERAENE, AR ~EB
#7 DNA # &R 5% ( DNA double helix) o
adenylcyclase [RAZIFIRILES: —mRER, H
BAFRERATPES Sabii Bagay
{cyclic AMP) o
adjacent distribution ~ REA A [ Mc Clin-
tock» 1945 1: B—k# KN ¥ ( meio -
sis ) B (TRBEARNANBELEcRY
#EM( tranlocation heterozygotes )
[ §{2 ( translocation ) ] a5
—EE T D6, SR A M5k (al-
ternative distribution YfE. HBUES
HERD LM RER, F6TIN KA.
WD R R ER2BE SR YT
HEY (RTEBT) 288 LA,
AEESL¥M { duplication VK £ (de-
letions ) - SRRSO 05 BE HF7
e { RMEBER (pairing segments)
B & P M & B (interstitial segments)
AR x £ ( chiasmata) B EHBEH MR
o B RER A REN 25 T RE, Ik
B 6P R (= F KRt (semisterilis
ty)] o BEIHTEHBS TARY ( H2a.
b):



adventitious

2’ 1
2 v
1 2’
1! 2
(a)

1 2
2! 1}
12
1’ 2’

) T )

B2 . HEXRBH . EE—RREABTH, FETL U0 X8 (L)
MY ( TH)NEERERRAR-EERTR6RES RSN 16

LmyiEME (spindle poles)

BEXTIG LTAE HTHIARAFER

HRe RS RRGE - HEIM (adjacent-1 distribution’ (@) ;

BT A (adjacent-2 distribution)(h)

- bution) (¢) ,

L. ®—&ER S ( adjecent-1 distribu-
tion ) [ =JEREMHTN # (nonhomo-
logous adjacent distribution) : N4 M
7T#i (nondisjunctional distribution) J:
BR—~ABBTHE BHUREHEA,
HESEHSIHREBIEFM—B. &
CEBERET, BEkUE pEaEEBGR
Boy RIAEE S MRS B HEHEBR
A5 B (nondisjunction) M- 4 o

I.E_A#RESH ( adjacent-2distribu-
tion) [ = @A &ATH (homologous
adjacent distribution) i 5 BES i (dis-
junctional distribution) 1 @ 8B —&M
805 BBy AL (A R B 2 850 R e i 57 i ]
—8, $5 F ke pE RS
BRETI TR LEFEABRT ¥
(disjunction) 9—ff o

adventitious REH) : HABFHEELH
BE OMEAELBRINMZ.

adventitious embryony FEME ( Srrasour-
gers 1878 ) : ®ax4 s ( apomixis )
B — &K ( M TF (agamospermy) J:

aettivate

R HEMIA@% falternative distri-

HREBET E4H T

asdesgus TR HAERBTBMHB Tor-

gan)®

Asdes asgypti ERIFEN : Wy {yellow

fever) WY-fFE -

asrobe WMTER: —HENTBETERILESR
PAREE F10

EE - A RR(orpid) HEE T
TR F

affinity giah:

L A& B A (unlinked marker)
& 8L ( assortment )« ERHBE
BREARREMRH | R -GEB MK
GREEIE AL RRBRREE RN
{ spindle )

i RE e e ERRSE R Eyear
sty ZREHRRAHEREAR [(Michie and
Wallace + 1953 1o

2 HEAEG &R ( fertilization o
BEERA R R NG RREN TRZE
ERE- BRNERERRI 2 HE WE
REEFFFRY “RARE" (reac-



tion velocity ) [ Haustein »1955 ],
1 = A3 AH{diferential affin-
ity ) o
4 o> A%t 4o ( terminal affini-

ty )

affinity chromstography SRFMEE B4 Hik:
SFET RS Fe—EmE® TTHERTE
BEEE (matric) b » fiSepharose( —
O FHRLEE) . RERESSTFEER
BesF( A N K ) THERS 3
s FEHESFII LR e

agameon LM [ Camp and Gilly,
1942 ] : £ mMikd A ( apomixis )
Br4 > 4 ( species ) o

agemete KIRF : FEPI A REM s
{ germcell )[ =¥ (spore) ], 8
FrEE, BERS A ERBRET
(meio-agamete) s BB jF (meiospore),
PdfF (tetraspores) » 43 % M8 (gonia) ]
REKI W[ ERBET (mitoagamete) ;
24 F (gonidia) 1@y % . mRAEFTK
BE R WM FLi (agamogony )»
8 4 ¥ 4 M (monocytogony) » 8 & B{mon -
ogenic) R ¥ #M%ER (monocytogenic)
e EETF(agamic) BFETFHER,
W34 M (agamogenesis) MW TH 4
(sporogony} [ B+ ( gamete ) ].

sgomic REFEY: THRHAY M (DL
( reproduction}] .

agamogenesis HIFFEN: Bt (re-
production ) {># ¥ 4 8 ( gamogene -
sis ) Jo

sgemogony R F4EM[Hartmann,1904):

B&E 48 (reproduction) - #—@EHE
SEFREE—EHEE. AFAREY. &
ET¢emBRBEET MG AET:

|. SIREs M M5 B (simple fission)»
K BB _EARMESHL AXY

2 “8¥ (#A) " (budding) » RE
I —/ES WK S TR 5

3 “ $ 48" (multiple tissior) . 7
# (nucleus ) S BLE T BXE, MEEK
B R B2 BB EFHG-

EETENMR—-UBEE—GENS
AfFRM(sporozoa)p B4 M ( Hix) &

AG Complex

o —m A (phase) - MERL T EMEE ST
BB RO EE MAR (germ cell)
B2 K& T(agamete) » FILITER DMK
B—EFER. BEEETEaEMES Ny
ek BB [ 754 T8 (Ectocarpus),
B Y% (mosses)» T &(basidiomycet-
es) FB T4y (angiosperm) I, MEL
Ea¥ s pRBEEeRs—8, —mEk
RE iy —FRD. RETFiEGBERI
fErepHRIRES, EEWHYBT E
4 EEAFRERERHEFAORERER.
agamont MMAM [ Hartmann  1904]):
K FRRA KR REHATMBRIRE T (a-
gametes) [ © #e-& M (gamont) Jo
agamospecies ML B [ Turesson
1929 ] : fAERE R FE RS —EaMLe Kl
[ & &4 si(apomixis)] o
spamospermy MK T : RaxE 5 (apomix-
is)p—RTA : WHEEREMBEKET,
FENE A E e (adventitious-embryony) ~
fE @ T TH (diplospory) B IERF4&R
(apospory)e HREFTLL BBt M EERI0H
HB 4 [ 8 £Mk(pseudogamy) ] - ERR
Bk BEM, TEHNES BIRE REF R
meE R (B REEEBNE REREAE
SRELE-
egor plate count FREFEHN: WEmME
BoR BERESEHEGERERT I oM
ER¥nEen. piteE® THAEs
—~BOUBREGRARHRE.

AG Compiex AGHSM [Correnss19281:

—RHEIBRABERR, MEHERED
FEEMRERT, HHFIFREHEDR
E (sex-determining) % . HHERAFFEA
4 R B EHAMBA #BBG-A
GRuELEE (autosome) (HMRE )
AW £—-E_(GEaR, §-HaNGH
A KM AAGG » E—EEHERR R —
X R EERAEREREFNHTESE.
ZREH— HRNSIREGREMAF i 5ima
F (sex realizers) R JMFIHBTF (AR
RMALE (reaction norm)— ¥ dp—M@,
BB (bisexual) IRERAG RHM BEH »
EREAREXHETRMNRREY. (O
HH k& (sex determination) ],



agglutination 8

agglutination JRIE - Fo4%E R M (se-
rum) HEE, #F55HK ARG REBG.
agmatoploidy SIBfEM [ Malheiros -Gar-

des 1950 1 : REMEHMBINEHE

# (diffusion) R % ¢ # (cent_omere)
#52 Ye (a4 4 R (fragmentation) , R
i s B # % 414 (pseudopolyploidy) F#
B # M (pseudoaneuploidy) o
agmato-pseudopolyploidy SR S121%
[ Battaglia» 1956 1: 18 541
(pseudopolyploidy) »
akaryotic ¥ : 8B # (nucleus) [
JUHE £ 8 (eukaryotic)r AH £ dpty
{prokaryotic) ]
akinetic & FHATEY OO M ¥ #5 ¢ (acentric).
akinetoplastic EIIEY: =>#)M (kineto-plast ),
alate HBEM-o
dbino BtM : | RZAXRHTH. 2RD
HE s (chromoplast) By ilYy -
albomaculatus ¥ [ Correns,1904]:
HEyRaERSEA REERE  (extra-
chromosomal) e £ F (determinants) 3
By (variegation) B (mottling)
[“GEBEIREE " (status albomaculatus) ]
DR Q78R fify e Tk e 2 BEiR o
[ = ##k & 3 (paralbomaculatus) ] o
aleurone WHFHH : & T HEF, (endosperm)iy
Bt g o
aleuroplast  Ri¥3M: —f& & &M (leuco-
plast) X F B#RHEN S EQHEN .
algeny BEATH[ Lederberg 1966 ] :
B AR body cell B B A MR (germi-
nal tissue) #» ERBTHHLSESIA
B EN: [ = “BE 18" (genetic
engineering) i " B{#F®& " (genetic
surgery) | o
alien addition line SRIMIMNBR [ Lei-
ghty and Taylor » 1924 ; O'Mara,
1940 ] : h—KFWpE+. RE—BEHA
R —HEN pagG MR [OR
X5 % (substitution line) ; s RHA 2
% (alien substitution line) ]
alien addition monosomic  JM5RIE — B AR -
SR REG LR eSO
2B paBnEy. WEEY Rh—F

FIBT H—@ I HRIERA ( beneficial
gene) | {t—#piEs AT B—WE HLT
#18.
alien substitution line  F1RE{CARR [ Kar-
termann s 1938 ; Unrau et al,1956]:
h—GlenE s —EE - R R Ral R
ey — BRI B R
BRu—RARREBERRAELORER,
AIBZSRATCANRAY—BRalRia
& &4 (homoeologous) «
akeloid ‘Pl BEVELSHERGR
M8 E#% (cyclic compound)e KBS HRA
1 8515 (pharmacologically active)o
aliele ZfrXE [ Johannsen » 1909 ] :
— X B(gene EHERAMREARE L,
1548 4 B & (locus) FH_BRE %
BEAP—H. TERLERE LR

RS ERZEZRA-ERELXVAE

(mutational sites) k> E—EREBY
BAKEI10 - 10° 2. — A% ERHK
EREHBIG R REENE (genetic
marker) , ¥HEHE® (gene mutation)
Ed. cRmEsRERANELRBTLAR
B SFEERUEESR—EBHREE,
— B & s wlRd Eas— s 8§
= ARE-EERRE, —ERAF-HEM
SERUSR_ME.

FE—ECmENE EATER, ATLR
HEMS [ RS EECE - EHSS
FNERIRREG —BrEISH SR ER)
Bao—ERESAERY (Aa) HRIR
FAHEERH(A7A) L Al A BEbE(dom-
inance) » M a 28 (recessive) - #f
I S ERE CRFAER AJUhEs
EHE KSR (genotypic effect) A B
Bo BER—BHKSNERNXREMASH.
HEBRBESRE RSV ERFRANE MEG
HEER [ ZREEFA  (gene interac-
tion)] M5 7EBMEERT, TLIESH
T Flas S R

| MBZAURE (amorphs) [Muller,
1932 ] B IEF4 AT ER BB
(genetic blocks ) BTIEBISArEA, &K
SRR PRBTEDOSUER, ET
EEAGRBER BREZERR—MAERER



HPEF [ D8r% (deletion) ] o

9 k% % (hypomorphs) [ Muller:
1932 1 : BFEA (wild-type) FHIEH
H&, cR—EHARERASMER "
SHEREHEIRZSRER (leaky
genes) ’ &%&KE%?&%%@%W%
2o

3 A XA (hypermorphs) IMuller,
1932 1 : E4BEEY  (RXSLERE
B e kR, BREKHFLRME.

4 s R (antimorphs) [ Mu! -
ler » 1932 ] : WEFERERERMHEE
ER, pEXEED, MARETHER

5 $iM % XA (neomorphs) [ Aty -
ler » 1932 1: REFEBMEGERAFERR
HEERSSaER. REGFHSMER—
BB RS KR RE Y.

GEIE(EF lisoalleles) [Stern and
Schaeffer s 1943 1 : ERHZEBH
REAR/ER MLFHABRGETER
%A ER.

—BES-EULERGSAEN
Mz -5 AEAER" ( series of
“multiple alleles”) [‘Morgan» 19141 o
HEOER-MEMER, SEHERMGER
TR, EHBREN R E M. E—E%
7 F R — B I EIE R 4 i B Rl .
AT LR R BeR f A —EE SR REE
¥ W5 {2 5M (segregation) FRAH—
B AR T . EESM KRG
FaMEN R —BB S —FHER. —£ %
fir P9 BET — RIE B K & B A)(genoty pe)
E4:—BARFAER (phenotype) o HE
&6 BT LT MmMEFFEEFITT & — B %
W EENFHC T HSCEREWREE £
ErES xRy, ERNAMA=%n
(n+1) 1 nBB—HPHEMEER-
[ # 4 BEA R, XRVBARS ¥ (4-5
=10 ) » —4RXRCHEULREG
Y RRTARGROIEE, EMKEHEL
2 A& 2% (base symbol)» Bff LEBIEF
HBFERER[ DR 4 & (genetic nomen-
clature)] o ‘

R LT datiaglorlish T L T

RIS ERAE ET W Rl HaH

allelic interaction

W SR B, FLUEEEORE®
HEHE, MYESRBEERAR[ORE
(lethals) Jo
BUREE WM/ m RE—RERH
FRE B R R B R R RS
‘BpEREREs (TAERESS ) REE
G omEy S, —BEERHEKEEIELR
R BUR AR AW SN KR, MBS
REA AR EeMmERE#RE, 7FH
FZ a3 HEY “ ABE " (nonidentical)
[ Demerec 1956 1 [ S#S % ER
(identical allele) MR } - “T¥%E"
~ (nonidentity) ERE—HS BRRK—
B FZES BHTB. 5 —HBE" 8%
fr#y” (heteroallelic) [ Roman »1956]
RS Fe EE i ERE S MK
7, HEARFEEGLEETFERN. [ &
“ Bty ” M4 (homoallelic combina-
tion) KR 1, [>Xi* Z# (genetic
complementation) ; XM¥4 (genetic
recombination) ; ¥ ¥tk B (pseudo-
alleles) J o
allele center (U BEAP{; [ Reinig >
1938 ] : = 2B+ (gene center) o

el shift BEBE: HEM (selection)
| ERERARGYE . REMMGARER

mEER AR —ESERSTEE (R
EBRYE ) Bk HEGBERFTELRER
# (genetic drift) R -

allele trend (T RESERINY : £—EK
MIrg, &z HEMRGEENS

allelic  FM#) [ Johannsen s 1909 ] :
HRRA—ER LS ER (alleles) K
EE—-EREERGHG-

allelic complementation & i X 5 Fi(EH:
rER—&RE L BETREREREE, ©
BRUIHRBES—EEEEREES AR
Rk, %6 XK EMIEA LR o

(multimeric ) BEEGF 2 K MAHEER R
B, ETVPENASBCHEDNELESE
mo [ Ok {4 % M(genetic complement-
ation)]

altelic interaction F{ RRME(ER: ¥4
48 (altele)» ZHMEA (gene inter-



allelism

action) ©

allelism Ui Johannsen »
FRER (alleles) ARG

aflelobrachiat SRV WEERRELY
(homologous chromosomes) => R }44
{heterobrachial) » B4 84 (homobrachi-
al) 1, HBEDHOIHEE(chromosome

structure) -0,

allelogenous  EM$6Y [ Vandel + 1938 }:
FUE 4 RS REEMRY. (Ot
(arrhenogeny): M & (thelygeny)] .

allslomorph IR [ Bareson and
Saunders » 1902 ] : = L EH (al-
lele) - '

allelosomal E{IEMAY: Fu N8 HohiHE)
K& M (homologous) TEHREMk&
(chromosome structural) FBB (SR
¢ Miheterosomal) 5 FRE.MY (ho-

mosomal) ] o

1909 3 :

allelotype  B{IM [ Strandshov » 1950]:

LA HA (genotype) BERM—EEE -

(@7 2P E—rEN ] E M % (b
eeding population) B> $4E&i8
M4 (allele frequency)e E—TE2HM
4# # (isolation population) H» HtrXEy
HWTThEP (mutation) s WM (selec-
tion) » JEEEE[ KRR R (genetic
drift} ] & R4 (migration) BEM K-
HTEERERNRBAER, oL R e
TEFEEGRRLE A FBER, FBAY
RS & s E AR R . R IREFE
HEERT2BE-

Allen’srule Allen EBI: BaR%YE e
G [ mEE ~ BE0 ~ BB L, e RHgE
HigC il M 5 /Ay — g

allergen  PFES : 5| AW (hypersensi-
tive) 4K -

dlergy A% ANEEERBEX LR
(antigen) 2 T+ HHEIMHAENSEEE

{sensitivity) HFB®M.

allochromacy REM : f—Hd, BHB
—ERASHEM, B CEREHPRTRES.

allocycly FSBRA [ Darlington s 1841]:
B Yyt B ENEY (chromusome segments).
G a8 (whole chromosome) HE S

BENEMEE ( whole chromosome
complement}7E & MM % (chromosome
coiling) FAT EB@E A HoTHER LIIRIE
8. EARNHRERBRERS. BIRR
BT RAEEEEP T (centromere)s Wi
$(telomeres) FIM{=40 X X ¥ (nucleolus
organizing regions ) — MR B HRe
BRM HEM (sex chromosomep B &
1 (B-chromosome) MIFXEH®E R (Dipt-
era) R H % 28 (sex-limited chrom-
osome) o
B8 XA B R IE SR Ot
&, BRRER DA & BHARE | (over-
condensed) s (LMW R EMRER (positive
heteropyconosis}, 7] LIS BRIHH (in -
terphase) X% 7 Binuclear division) kf
BB AN BRTHNS, EERBRKRZ
Eﬁﬁﬂ##lmc RAGHR RS
A &1 A B (negative heteropyconosis)i
WERD, ¥ RIS HAF AR HER.
B 2007 ) R W TR SR 1T B R A
RNEFRANGETET, CHERERES
T T
aliodiploid R =M [ Serra 1948 ]:
—~BRESEPEENME (species) 1
—@BRE SEGSEMNYH Y AES ER.
ERREs, 58 MiE(genomes) 2 H—H
RomEtRb2—ERENR BEES
F (zygote) P A
1L RE—{FE8HE (allodiplomono-
somes) : R &. WX (chromosome com-
plement) RAF A kMpaByRii_
A (allodiploid) o
2 REE _hM(allomonodiplosome -
s): RARDOBTR—HAGEaRE
ZER. EA-HRanTR RliEten
Z“ RiER 48 " (allodidiploids) = -
sllogamy !75&”? =R X (cross~fertili-
zation) B R XL (exogamy )
allogenic REFH :
| R Bes L (transformationf§ fnFk
BE 4 —~E@eR, TRPMHEGOT
(strain) H FBIDNAR B BB R 2
[ Ephrussi-Taylor » 1951 ] RE
R LR “ [ XKML (autogenic) 2



BB AE R B Bk MR {LDN A |«

2 FE—~FWETF(codon )P h NEZHR (< ross-
ing over) FiE4 M EHE (recombinati-
onERERBEARABREMERAMER
FEFL REARESRTNETETHRE
% (heterqzygotes) , MESCH=Z@EAK
TEGEMTE®T [ Zamenhoy » 1967] .
REBEHEHATHRN 2R R (gene
mutation) JEF L. )

allograft FUEHE : H—EH A (genotype i
RosE e ( ( = RYEA B (allogen-
ic graft), RWFA BAEE(homograft)] 3| B
—~ERBWAL, B REEMLOBRR
—& (species) M RKBIEBE I RERX.
(> REE#E (allogenic graft ) ;
AN E B (homograft) ] -

alioheploid R EM] [vam00,1938 ]:
= 44 M (haploid) [ =2 S R R0 (
allopolyhaploid) J o

allohsteroploid R AR EM [Sharp 1934 ) :

| R348 (heteroploid) B %, {HIf
MR Relr FHdERERE(Cchro
mosome set) fTEMK (> AALMN
(auto-heteroploid)] »

2 SHRE R M N el R
ERRAB Serrar 1948 ], HERE
NN KRR REEHRER (alio-
monoheteroploid) o[ => R B~ (alic-
diploid ) ]
alloiogenesis HCTTH : o> w1 & M alter-
nation of generationsle
sllolysogenic RBEMEMD OB IMM (lyso-
genic) o
sllometric LB : FERHEH £
oA —H2 2 KR K (growth rate) B
—E I K RIS FH .

allomixis 3T : DWW R (cross ~fertiliza-
tion) o

allopatric FERBEHI[ Poulion » 1903 ;
Mayr» 1942 ] : HiighRny K (popu-
lation) Bif (species) » ABH & RAH
BB I (geographical region) . &

BT R Rp R, 382 B 5R% (goo-
graphic racej , Biff (subspecies) M
JiGh 88 (local variety) , ERALEEE

attoploid

MHERTRTERBHH ER 2T R L
(ol e Eey(sympatric) § .

Bty #4t, (allopatric speciation]
R tRM- 2 EBoLES8
BERR— ## (species) B - [ DR4L
(evolution} ], .

allophene RBFX ( Hadorn» 1955 ) :
= R & M6 (allophenic) «
allophenic FRER [ Hadorn . 1955 ;
Mintz, 1962, 1967 ] :

[ HREEREAE 4 —~FEkiER
4k (character) [ RpREH (allo-
phene) 1, "I ZEPREYE A T R 95 £ e B i
AR Hadorn » 1955 } . Zig 1
iy —ERE—ARERE L — @A 2 AL
(aulophenes)ﬁﬁﬁﬂﬁﬂﬂﬂﬁ*ﬁéﬁ%&ﬂ
R, THEEEERMESEERRS
—EERRR (2 8% (gene activa-
tion) 1. HRFEH EHhGIFH8
W ERERER%EY (characteristic) ~ B
m—BRERRHGHE _GE LB —RF
9 Rk Z P(allophenes ) AP ZBHE 5
%#%: (relational pleiotropy)l Hadorn »
1954 , 1955 Jo BT ¥ THEREMI 5 %
4 (pleiotropy) B3 MF -

SEB—BEFIIGRARTE SEERE
BNEHMA  (allelically alternative
cellular) &% (phenotypes) & & sk %A
(allophenes 5B [ Minr2» 1962,
1967 ] o [ BFLMA (mammals) ] B ER
B8 & i TR A E 2 BEB (embry o) 28
&5 Bilfi(cleavage -stage ) 2 ZUE K (blas-
tomeres) R4 (in vitro) LA T &
B T4 200 (composite) MBE)." £132”
A (incubator mother) dal) ftfEpeny k&
RBH, btk A R (mosaic embryo) BT[]
REMRBRRMES 2 EE8.

aloplesm R [ Meyer» 1896 | : B %
KEHEY " BART "(cel organelles)
HEERBHAUHBymEgE (neurofi-
brils} ~ MBI (myofibrils) e N
BY (cilia) ~ WE (flagelia) ~ Wiz
Hi{contractile vacuolesiLl B Nossel 23
&S [ = #/# (paraplasm) ] .

slloplod RBEM L Clausen» Keck



allopolyploid

and Hiesey s 1945 ] : EARR AR
[ 2 AFEENM (synthetic alloploid)]
B (KES) # (species) (B (gen-
era) th, EEHEB( B " AEER"
(alloploids ) B # — {Z#8 (amphidiploid) 1
HERFAUSEEERAGRalE
(chromosome sets) | FERSERRE LRR
B I MBELHE— X (AEER ) RNS
tki7o [ B A{EH (allopolyploids) ] -
28 %44 (allopolyploid) &M =%
M (amphidiploid) ZRETRRME BN B
R RBRAWE L 45 M EFE (spindle
poisons) MERPEBEME ( = REMAF
#8 (allotetraploid) 5 % — {28 (amphidip-
loid) 13 ¥ E{Ei8a [ RE <M (allo-
-hexaploid) ; £ F A& (allooctoploid)
& 1, 2484 (polyploidization) W] L%
EREOHETHE, HEMK (somatic) &
Ri(generative) M [ RIMBALF (unre-
duced gametes) B RATMA ML
8% (chromosome sets) BB A
ERESERRE_EElD, A
FKHRETIZH (allodiploid) KM
{amphidiploid) HE&IME—HEBHHE
=& MitEER - WEEREHEAC -
. RESERAVE,AHER
HRET L RS . X X EER 26
IR B e R R S HGRNAS LR A DR B T 5
B o
RESEZEAMET BTE (neiotic
behavior), B EMEHREMRFHRE
BERZAE. fEaE5 B (meiosis) B B
REE =N (bivalent) MBH $ XN
{multivalents) . ZEEMWET,» B—HY
R —-ERCHSHEEMER [ Ok
& M & (chromosome pairing) ] « BHEF
H(segregation) B, RIRESEMGEYSE

REFRRHERBHERY (genotype)e H IR -

RESEHAITEKSRE (multivalent) o
EALHTIRRAVR

1 PR(ERZ FRRAERE (homolo-

gous chromosome sets)fgHH ( FREP
ZiEWREERESES ) L

287 F# [ partly homologous ( =
¥R ¥ (homoeologous)] Rufs MEM M A «

MRESFERGI AR L EER
R —MRBIEM BT WES, ARHSR
HEGSMM RESEN, EIERRYE
BRI TN, 1558 B MR BE -

BERBSAGRGHBRES K R
% & {Z#8 (allopolyploids) A 53 & T 51448
[ Stebbins 1945 ] :

L R EMMIERNFZHEM  (genome allo-
polyploids) : 73 4 RS R ME N B
B ERRAEREZHRERAE
[ I RN M (homogenetic pairing )]
TRERGRBRA LR ERE LaET
HR, B R 0 RS ST 0 BIED
HRRREBERN. EERESERE
E_EEOTERETE 2RI L. R3]
IR L BT ey £ R SRR
RN HiTEw— BB E. LBPES
EREER, ERERE>RETTHER.
BETUERRE—BHE.

2 %ﬁg!;lﬁu {segmental allopo-
lyploids) : 720 R BGS, Jufa WA BEK
“RAuSHEnst. Aot cRESER
BREREPAEKNE T ZEBORE [ K
[ % homoeologous)]LA K BRI HIA Kty
HERBEW. EEEESTERER
THE. CHEE TEER, FHEESER
SERRSRH oK KEDEREBLR
BREEMATEREG . BitET 25 SE
BT RE. BhasETLE S REGT %
B HRaBABTRERSH (autopl-
oid), }E M RiK@M (genome allo -
ploid) #t-E MEH 91 5 Z848M (segemen-
tal alloploid) o

IFIERBFZ1EM (auto allopolyploids):
AERERORASH _ESR, -0
F_RWME EXETARCERNER
RS BN SERTEG AR
AEBU EUEESTRENRESEHHE
#Ro

allopolyploid SREBEM [ Kikera and
Ono»1926] : > R4 M (alloploid) .

allosome Ritamd [ Montgomery » 1906 )
Rt el s X BRRTBLERES
—Ekem! = #HH8MN (sex chromo-
some) ] [>M &M (autosome) 1.



