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01. BEZFHMEZF

F B L X A B X % i 3 B
01.001 | E#{E2 medical genetics
01.002 | ANZBIE% human genetics
01.003 | & Bt f&2¢ clinical genetics
01.004 | #H B fE2# cytogenetics
01.005 & [a]#A4HAEM 5% | interphase cytogenetics
01.006 | R 4EfE Bt {54 somatic cell genetics
01.007 | bt tE2 biochemical genetics
01.008 | i FRfE% molecular genetics
01.009 | 4> F4HH% %% | molecular cytogenetics
01.010 | 4 &B1E% ecogenetics
01.011 | R EBIL¥ developmental genetics
01.012 | #{biE4 evolutionary genetics
01.013 | BHiEkBtE4 population genetics
01.014 | 7838454 behavioral genetics
01.015 | At RIEY radiation genetics N R“MEHRE2E
01.016 | Zh¥pBtiE pharmacogenetics
01.017 | it s .mmunogenetics
01.018 | (R EB1EF medicolegal genetics, forensic
genetics
01.019 | Mt (£ tumor genetics
01.020 | BB EE quantitative genetics
01.021 | RKBiE2 reverse genetics X REBREE,
01.022 | 43R5 biometrical genetics
01.023 | A BRIES microcytogenetics
01.024 | MEMIES neurogenetics
01.025 | A4 eugenics
01.026 | IE{E4E% positive eugenics NR“BRAMAEZE
01.027 | At & negative eugenics XER“WHERM AR,
01.028 | B WITIRE genetic epidemiology
01.029 | K& dermatoglyphics R BREZE
01.030 | B4 dysmorphology '
01.031 | mfE/R1E mendelian inheritance
01.032 | Zehifksts mitochondrial inheritance
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01.033 | IR G #it% blending inheritance
01.034 | 7/KF1%i% horizontal transmission
01.035 | EH 15 vertical transmission
01.036 | & segregation

01.037 | BEHAES independent assortment
01.038 | #i&F homozygote

01.039 | &&F heterozygote

01.040 | B REETF manifesting heterozygote
01.041 | WWEREG double heterozygote
01.042 | EGHEF compound heterozygote
01.043 | R &F hemizygote

01.044 | B{ER & genetic compound
01.045 | B4F dominance

01.046 | KB4 quasidominance NHRHE B,
01.047 | AEe2 B incomplete dominance
01.048 | 3L B4k codominance

01.049 | #h B & penetrance

01.050 | R[E]1&4 8 incomplete penetrance
01.051 | A48 non-penetrance

01.052 | R {E skipped generation
01.053 | RIE expressivity

01.054 | RIAA ¥ variable expressivity
01.055 | gtk recessive

01.056 | # Yufo (R Bak autosomal recessive
01.057 | X ZEHBRH X-linked recessive
01.058 | FRAERE sex-limited inheritance
01.059 | ¥R trait, character

01.060 | JAEMER qualitative trait

01.061 | BEHER quantitative trait
01.062 | B{EMER threshold trait

01.063 | MPEHER sex-influenced trait
01.064 | KB acquired character
01.065 | ZHH nuclear sex

01.066 | 1Y phenotype

01.067 | AU phenocopy X PRI FRR,
01.068 | Bf A& wild type

01.069 | FFH A genotype




FoBL O X & X #H rE B

01.070 | AEE R genocopy

01.071 | FEHEBHH gene pleiotropism ‘

01.072 | -8 (#1%] anticipation HBREMABRIGHER
S, ZARK
RER A —RE,
i —R—RE
OE:LE 38

01.073 | B{EHIIC genetic imprinting B R ARR
%, BRRTHEXER
EEREEFR,

01.074 | #%48t linkage

01.075 | YT linkage analysis

01.076 | Z4iH linkage phase

01.077 | Z8H linkage group

01.078 | YA linkage map, genetic map MFreBEm.

01.079 | B3 mitosis

01.080 | [434]a7HA prophase of cell division

01.081 | [4r& ]+ metaphase of cell division

01.082 i [4r&E15H anaphase of cell division

01.083 | [ZL1KH telophase of cell division

01.084 | 4H i FE#H cell eycle

01.085 | M Esr3 meiosis, maturation division R B H,

01.086 | 3% 2481 equational division phase

01.087 | WE4r3LHY reduction division phase

01.088 | A&k leptotene stage

01.089 | B4 zygotene stage

01.090 | £ 1 pachytene stage

01.091 | XEHA diplotene stage

01.092 | M #H dictyotene stage

01.093 | A5 HH diakinesis stage

01.094 | FfaufhE X chromosomal chiasma

01.095 | & ¥k, terminalization of chiasma -

01.096 | k& synapsis

01.097 | k&H & synaptonemal complex

01.098 | —Hrik bivalent

01.099 | q4r4k tetrad

01,100 | Z401K dyad, diad




FoE| X A * X & P
01.101 | Hufa ik chromosome

01.102 | RITE Yo 44k homologous chromosome
01.103 | FR4E spermatogenesis

01.104 | IR 4% oogenesis

01.105 | ¥R 405 spermatogonium

01.106 | 5HIR 40 oogonium

01.107 | YIRS TH40 M primary spermatocyte
01.108 | ¥R IFEFHAAL | primary oocyte

01.109 | X5 EE4H secondary spermatocyte
01.110 | K& SPEH40 A secondary oocyte
01.111 | ¥ 4iffe spermatid

01.112 | BB T ovum

01.113 | Hdk polar body

01.114 | ¥ sperm

01.115 | BEF gamete

01.116 | ¥ fertilization

01.117 | ¥4 5F fertilized ovum

01.118 | &F zygote

01.119 | Bi# pronucleus NERFER,
01.120 | B crossing over X R,
01.121 | LR EH# mitotic crossing over
01.122 | k405 H5 ¥ somatic crossing over
01.123 | REH# unequal crossing over
01.124 | 4 recombination

01.125 | HHE rearrangernernt

01.126 | Jf6 By A chromosome aberration
01.127 | ek RA chromosome mutation
01.128 | &#& karyotype

01.129 | Akl Denver system

01.130 | AKX K idiogram

01.131 | ¥ HWA numerical aberration
01.132 | ¥4k euploid

01.133 | EEFxK aneuploid

01.134 | —f&ix diploid

01.135 | R ~f&ix pseudodiploid

01.136 | &K polyploid

01.137 | B & hyperdiploid
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01.138 | I f%& hypodiploid

01.139 | =&tk triploid

01.140 | VfE{k tetraploid

01.141 | B A5EA haploid set

01.142 | BAREARE haploid number

01.143 | =4k trisomy

01.144 | B monosomy

01.145 | B4k polysomy

01.146 | Ba3E _fk uniparental disomy — X R @R R B
SR B

01.147 | EH REH recombination aneusomy — Xt Pk Py —
MR EE R
KB, i& A la R e
RTEM K B R
P b w = AORE,

01.148 | BHREESEE Down syndrome, trisomy 21 ke 21 =R E

syndrome e, BRHA“ERREB
27,
01.149 | REEFIKLES | familial Down syndrome
fiE
01.150 | 18 ={k%EG1E | trisomy 18 syndrome, Edwards
syndrome
01.151 | 13 ZHRZH1IE trisomy 13 syndrome, Patau
syndrome
01.152 | Jn 2z &5 14E cri du chat syndrome, 5p
syndrome, cat cry syndrome

01.153 | = X &4 triple X female

01.154 | #E M superfemale :

01.155 | ¥FHZZE S5 1E Turner syndrome X “ERXEE
BEE”, “ 45, X &4
fiE”s

01.156 | =B /R¥F4 S | Klinefelter syndrome XFABEELE

fiE B AE” \“XXYLE R

01.157 | 5MREAL structural aberration

01.158 Q&@.ﬁiﬁﬁf- chromosome rearrangement

01.159 | & la)#E1{i pericentric inversion




