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A

-Abequosyltransferase
FILLTT B (3) 3758  EC.2.4.1.60
sr# 4. CDPabequose: D-mannosyl-rhamnosyl-galactose-di-
phospholipid: abequosyltransferase
CDP FiLbwigh. D~ 28GR 2858 () -2 38k
1-ZERs 2 R B v wlBE (L) S BB
&£ R RBitoHERED
R PFi. CDP BjLeafdE+D-+ 808 (G~ 2 (G )- 2R 7L 8E-1
~ZBRER KRR =CDP+ ML A () -D-H BB (35)-R
() - I 1- BRI
-trans-Acenaphthene-1, 2-diol dehydrogenase
R-E-1,2-"ReiE s EC.1.10.1.1
5r2K 4. (& )-trans-Acenaphene-1,2-diol: NADP+ oxidoreduc-
tase
(£)~-RATE-1,2-2F%. NADP+E kT Rl
e . REZERERS;EL NADP 424k
R B (£)-RAE-1,2- 8 + NADP+=ji% § + NADPH
(£ )-trans-Acenaphthene-1, 2-diol: NADP+ oxido-
reductase
(£)-RA-TE-1,2-2 8. NADPYE (LB RB (4 % )
% . trans-Acenaphthene-1, 2-diol dehydrogenase
Acctaldehyde dehydrogenase (acylating)
ZEMEE (Bf) EC. 1.2.1.10
sy2k 4. Acetaldehyde: NAD+ oxidoreductase (CoA-acyla-
ting)
ZRE: NAD+ (k3% fikg (CoA-fiEfL)
e A #ICZBREEUANAD 3%
KB L+ CoA+NAD+ =g CoA+NADH
B BELSZE REMTENRE, BERE
Acetaldehyde: NAD+ oxidoreductase (CoA-acylating)
L. NAD+E 0L REE(CoA-BiiL) (% 4)
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£ . Acetaldehyde dehydrogenase(acylating)
a~-(Acetamidomethylene) succinate amidohydrolase (deaminating,
decarboxylating)
a-(ZReE PS8 . Bk Ak fess (A k) (2% &)
£ #. a-(Acetamidomethylene) succinate hydrolase
a-(Acetamidomethylene) succinate hydrolase
a-(CREER B MMk EC3S5.129
4y 4. a-(Acetamidomethylene) succinate amidohydrolase
(deaminating, decarboxylating)
a-(LEEE A OB IR B A RBE (B, )
e R RAKEUSNG BN CN KR
BB a-(ZEEREPOB®RMHE+2H0=28 + BEHF PR
+NH;+4CO.
2-Acetamido-2-deoxy-o—D-galactoside acetamidodeoxygalactohyd-
rolase
2~ BB 2B 4R o~ D LB 2 B S e L K AR (5
%4)
£ F. «-N-Acetyl-D-galactosaminidase
2-Acetamido-2-deoxy-3-D-galactoside acetamidodeoxygalactohy-
drolase
2~ BE -2~ 4R -B-D - TS T 2 BEEUIE B LA R (5
B4
% F. [-N-Acetyl-D-galactosaminidase
4-N-(2-Acetamido-2-deoxy-3-D ~ glucopyranosyl) ~ L - asparagine-
amidohydrolase
4-N-(2-ZREER 3-2-B - B -D-nemi 80 4 )L K & Boh e
KIBEE (R A)
2 F:. 4-N-(2-B-D-glucosaminyl)-L-asparaginase
2-Acetamido-2-deoxy-D-glucose amidohydrolase
2-TREE A -2- R -D- i Ak B o &)
2 F. N-Acetyglusosamine deacetylase
2-Acetamido-2-deoxy-D-glucose-1,6-bisphosphate :2—-acetamido-2—-
deoxy-D-glucose-l-phosphate phosphotransferase
CUBREE-HE-D-HER-1,6- M 2-C MR E-2-RE-D
RO BRI (% R)
% . Acetylglucosamine phosphomutase
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2-Acetamido—-2-deoxy-D-~glucose-6-phosphate amidohydrolase
2-Z RS - 2- B -D- % 8 - 6- R B Ak WERE (sy 2 48)
#  F. N-Acetylglucosamine-6-phosphate deacetylase
2-Aceamido-2-deoxy—a - D - glucoside acetamidodeoxyglucohydro-
lase
-LBEE-2-BE-o-D-EERE LR RS S8 kR
P L)
% F. a-N-Acetyl-D-glucosaminidase
:2-Acetamido-2-deoxy—$-D - glucoside acetamidodeoxyglucohydro-
lase
2-TRERE-2-RE-B-D-HHE T LRE R RO B (5
%4)
2 F. B-N-Acetyl-D-glucosamindase
2-Acetamido-2-deoxy- B~ D - hexoside acetamidodeoxyhexohydro-
lase
-LREHE-2-BE-B-D - ORFCHRE AR ECHAMRE (%
A)
£ &, B-N-Acetyl-D-hexosaminidase
Acetate: CoA Iligase (ADP-forming)
Z#: CoA %igEs (ADP @)% 4)
& F. Acetyl-CoA synthetase (ADP—-forming)
Acetate: CoA ligase (AMP-forming)
LB CoA iEg:EE (AMP HR)(424)
£ %&. Acctyl-CoA synthetase
Acetate CoA-transferase
5. CoA #:gEs EC2.38.3.8
sy 4. Acyl-CoA:acetate CoA—transferase
i CoA: Zis CoA %K
= H. it CoA P
R Fi: BEH-CoA+ZEE=1/N5RR A E T+ ZE-CoA
PR AL TRE-CoA Fujkgt-CoA
Acetate kinase
ZssEs EC.2.7.21
s3HK 4. ATP: acetate phosphotransferase

ATP: ZEsomitBm
Bl 4. Acetokinase
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IR
£ . BCBEEEB UREAT kK
KB K. ATP+Z%=ADPLZ Eipim
ReFtE: MW LIRS, RERSE
Acetate kinase (pyrophosphate}

M (AER%) EC27212
sr¥ 4. Pyrophosphate: acetate phosphotransferace.
BB ZBARR TR
i H. BAEBREHEEUREIZHEK
R B BB+ L8 =8+ BB
Acetate thiokinase
CEEEBE R (A A)
# 5. Acetyl-CoA synthetase
Acetic-ester acetylhydrolase
LESERL BER BB (5 2K )
Z& %, Acetylesterase
Acetoacetate carboxy-lyase
LB I FRE (R AR)
# &. Acetoacetate decarboxylase:
Acetoacetate decarboxylase
LB gRE ECA4.1.14
sy¥e 4. Acetoacetate carboxy-lyase.
CEEC B R BRI
£ R i CGC @3m
R B CEECE=HEH+COa
Acetoacetyl~CoA hydrolase
ZEEZ B-CoAxgrs EC3.1.2.11
s34, Acetoacetyl-CoA hydrolase:
LR BE-CoAK fE NG
& RA. BILHEAEKAE
B B ZEtZBE-CoA+H.0=CoA+ .8t 7.8
Acetoacetyl-CoA reductase
LB BE-CoAR Jigg EC.1.1.1.36
sr¥ 4. D-3-Hydroxyacyl-CoA: NADP* oxidoreductase:
D-3-g8k CoA: NADP+ St L RKS
f& M. ffc CH—OH EEk, L) NADP*LE 2%k
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K B D-3-8% CoA+NADP+=3-gg CoA+NADPH
Acetoacetyl-CoA thiolase
ZELH-CoA gy (514)
2 &, Acetyl-CoA acetyltransferase
Acetohydroxy acid isomeroreductase
LR RS R (5 4)
# %. Keto-acid reductoisomerase
Acetoin dehydrogenase
IRETHREER ECIL1S5
sy 4. Acetoin: NAD+ oxidoreductase
3-BETH:. NAD* E{LEHNE
3] 4. Diacetyl reductase
ZLERRR
f& M. #{t CH—OH EH{t ;LA NAD* HE %k
R B 3-BETE-+-NADY=T -+ NADH
K5t NADP+ iefe &2 6k
Acetoin: NAD+ oxidoreductase
3-pETH: NAD* S{LEEE(HRA)
% F. Acetoin dehydrogenase
Acetoin racemase
- ETHES ECS.1.24
sy¥ 4. Acetoin racemase
_ 3-BE T HHER
o 4. Acetylmethylcarbinol racemase
LRER B PR R
£ R, HEEE.EHTRE RS
& P 13- BETH=D-3-BETH
Acetokinase
ZREEA)
% &, acetate kinase
Acetolactate decarboxylase
LB EC4.1.15
2y# 4. 2-Hydroxy-2-methyl-3-oxobutyrate carboxy-lyase
2-R-2-R-3-E THMRENRS
£ M. #k CC B3R
R B (+)-2-B-2-B-3-ETH=(—)-2-3-BETH+CO:
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2-Acetolactate methylmutase
2-CEBRH B P AR (K A)
% 3. 2-Acctolactate mutase
2-Acetolactate mutase
2-7.BEEBEs s {rEE EC.5.4.99.3
4y ¥ 4. 2-Acetolactate methylmutase
2-C R ELRe R A s K
£ A it TALZERER
K P 2-ZEIABR=3-2-2-8-F 8
M BEUTOMAE, BEL2-B-2-TRRTHRHELS 2-
B-2-8-3-BERR
Acetolactate pyruvate-lyase (carboxylating)
TRCTL RS A R SRR (L) (2 5 B)
& &. Acetolactate synthase
Acetolactate synthase
ZEAm 4 EC413.18
sr2k 4. Acetolactate pyruvate-lyase(carboxylating)
TEEH MR R R R (i)
% H. fifk C-C SRR
R B A8 +CO =2
R AMA-HEREL, BEARRE _BREEhElL
B 2-LREE-2-2 TR
Acetol kinase
1-BEFEEKE EC2.7.1.29
4y 4. ATP: hydroxyacetone phosphotransferase
ATP: BRI %HTH
% B BIESMEREE DRBEAZE
R PFi. ATP+ 2RE=ADP+ B2 NN
Acetyl activating enzyme
LB EEER (B £)
& &. Acetyl-CoA synthetase
N-Acetyl-B-alanine amidohydrolase
N-ZE-B-HRE BB AR (R L)
& &, N-Acetyl-B-alanine deacetylase
N-Acetyl-B-alanine deacetylase
N-ZB-B-RERB R ()f EC3.5.1.21



Acety 7

£% 4. N-Acetyl-8-alanine amidohydrolase
N-Z Bt-B-mE BBk kg i
e M. MILELASMG, BB C—N &k
R B N-ZE-B-HER+H.0=78 +B-HEAR
Acetyicholine acetylhydrolase
LR SRR Z B (B K fREs (5 2 8)
Z 3. Acetyicholinesterase
Acetylcholinesterase
C.BEEmEsss EC3.LLT
Acetyl-CoA: acetyl-CoA C-transferase
ZBE-CoA: ZRE-CoA C-ZEtseim (o8 4)
% 3. Acetyl-CoA acetyltransferase
Acetyl-CoA acetyliransferase
ZB-CoA 7 Rii#:#ry EC23.1.9
4y 4. Acetyl-CoA: acetyl-CoA C-acetyltransferase
LBE-CoA: CEE-CoA C-ZRLE:RE
P 4. Thiolase
T ARRE
Acetoacetyl-CoA thiolase
BT R-CoA i igEs
£ M. BILLEERED
K PBi: Bt CoA+ 78 CoA=CoA4-7 7 %&: CoA
Acetyl-CoA acylase
ZH-CoA BLEHBE(NA)
£ &. Acetyl-CoA hydrolase
Acetyl-CoA (acyl-carrier-protein) S-acetyltransferase
CE-CoA (B HIBHEA] S-Lk AR
% % (Acyl-carrier-protein) acetyltransferase
Acetyl-CoA acyltransferase
ZE-CoA migi#fE EC.2.3.1.16
sr¥ 4. Acyl-CoA: Acetyl-CoA C-acyltransferase
fk#~CoA: Z#k-CoA C-EeX iR
B 4. B-Ketothiolase
P-HR B FR A
3-Kctoacyl-CoA thiolase
3-MiRsREA:- CoA HifRMe
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e M BEZEEED
K B Bi#-CoA+ 7 Et-CoA=CoA-+3-EKi—CoA
Acetyl-CoA: D-amino-acid N-acetyltransferase
Li-CoA: D@ N-CTREFBER (5% 4)
# %, D-Amino-acid acetyltransferase
Acetyl-CoA: arylamine N-acetyltransferase
LEE-CoA: F5&lk N-ZREEBEH(S2H)
£ . Arylamine acetyltransferase
Acetyl-CoA: L-aspartate N-acetyltransferase
L8-CoA: L-RAA#M N-CEEHBB(DXA)
# . Aspartate acetyltransferase
Acetyl-CoA.: carbon dioxide ligase (ADP-forming)
LEB-CoA: —E v (ADP R (FEH)
& F&: Acetyl-CoA carboxylase
Acetyl-CoA carboxylase .
ZE-CoA m{keg EC.6.4.1.2
K4, Acetyl-CoA carbon dioxide ligase(ADP-forming)
TB-CoA: & {hmtiiily (4% ADF)
% M. BHER C—C @
K pi. ATP+Z#8-CoA+ CO:+H,O0=ADP +@ @ + K —
B:—CoA
R ABE—HEDREO, MREAERERR EAXES
Eirt EE-CoA T EE-CoA hFHILER
Acetyl-CoA carnitine O-acetyltransferase
ZE-CoA: Wimg O-LEHBE(SERA)
# . Carpitine acetyltransferase
Acetyl-CoA: chloramphenicol 3-O-acetyltransferase

ZH-CoA: HBRI-O-LRHEBER(2RA)

% ., Chloramphlenicol acetyliransferase

=2

Acetyl-CoA: choline O-acetyltransferase

ZE-CoA: JERR O-Z B (X% 4£)
% %. Choline acetyltransferase

o

Acctyl-CoA: cortisol O-acetyltransferase
LHCoA: FR(E)E O-LBHBEE(SH4A)

#& . Cortisol acetyltransferase
Acetyl-CoA deacylase
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TE-CoA BRBLRE(B14£)
% . Acetyl-CoA hydrolase

Acetyl-CoA: dihydrolipcamide S-acetyltransferase
ZH-CoA: “EHiERiE S-CRHBE (573 4)
# . Dihydrolipoamide acetyltransferase
Acetyl-CoA: formate C-acetyltransferase
LE-CoA: HEg C-Z B (HRR)
#: Z&. Formate acetyltransferase
Acetyl-CoA: galactoside 6-O-acetyltransferase
TEE-CoA: RILRH6-O-LELHBE(ar % 4)
% #&. Galactoside acetyltransferase
Acetyl-CoA: gentamicin-C N3-acetyltransferase
LEBE-CoA: RREBH-C N-ZREBH (%A
# Z. Gentamicin 3-acetyltransferase
Acetyl-CoA: gentamicin-C,, N? -acetyltransferase
ZH-CoA: KABE Cu V'-LHEBH (2% A)
R F. Gentamicin 2’-acetyltransferase
Acetyl-CoA: L-glutamate N-acetyltransferase
CTHE-CoA: L-BE ¥ N-CRFBR(5%4)
& &. Amino-acid acetyltransferase
Acetyl-CoA: glycine C-acetyltransferase
CEE-CoA: HEB C-LEIHBE (S ERA)
& #&. Glycine acetyltransferase
Acetyl-CoA: L-histidine N-acetyltransferase
ZHe-CoA: L-AIgm N-ZEEHBH(DRR)
£t . Histidine acetyltransferase
Acetyl-CoA: histone acetyltransferase
CE-CoA: HIERCHESMm (2% L)
£ . Histone acetyltransferase
Acetyl-CoA: L-homoserine O-acetyltransferase
LHE-CoA: LR f O-T.Hs:BR (% 4)
% % Homoserine acetyltransferase
Acetyl-CoA: hydrogen-sulphide S-acetyltransferase
LEE-CoA: iE S-ZEEBHR(O%AL)
# . Hydrogen-sulphide acetyltransferase
Acetyl-CoA hydrolase



