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A (=10""m) (=104

aabomycin P[RR

aapamoor [T

AAtDB (= Arabidopsis thaliana Genome
Database) 1 Rg FF 54 %

abaca ZERK, DR HIK

abacterial JCAIE 1)

abamectin (=A.V) PI4EEE®

ABA responsive elements (= ABREs)
ABA i B o4

abasic site  [PEAEFEA A , ToOHREENL A

abaxial ﬁ%ﬂ‘]v@mﬂ‘l,%%ﬂg,%mﬁg

abaxial parenchyma T/ RE2H 41

abbemycin  FREE

Abbe refractometer B J1 47 564%

abbreviation 4i%0; 455

ABC (=Avidin Biotin complex) #s4H
ZUfk2E ABCLY o 15k (B MR Y
ENGUR Ry Tiok=RE /D)

abcauline JLZEf

ABCDE model ABCDE 5%

ABC transporter ABC #4312 H

abele 4%

abequose [ bV AT, 8- 40 A PR 31
H-D-5 vk

aberrant 51, WA 5 BRI

abienic acid ¥

abienol ¥ IZEE

abietane AL

abietene A4

abietic PABRIY

abietic acid P\ ; AT TR

.abietic anhydride FAFF R T

ability to live ( =viability) % /7,215 6E
il

abiogenesis  [H#R &4 1 ToA TR UL

abiogenetic [ SR &K A

abiological dE/EW24 1

abiosis JoA:1E 17,501

abiotic JEAY0 ; ARG 1Y FETSY

abjection FEH

abjoint 43} E 1

abjunction [l V17 ; i &S
abnormal ¥ ¥, RIEH 1 2821
abnormal distribution I 25/
abnormality %, KW ; B , WS
abomycin P{HE R

aboriginal [E4 /4 ; JR4R 1 ; AR SAEY)
abortion JWF ; B/ NI HIEY)
abortive pollen & EH}

abortive seed Y F T

abortive zoospore W hHl T ; F
-

abric acid 41 G

abrin MEGHEEA;AEH

abrine £ 5% ; N-H AR
abscisic acid (=ABA) IR
abscisic layer EjJ2

abscisic zone B [X

abscisin T %% 1

abscission Jii %

abscission layer =2

abscission zone X

absciss layer E 2

absisia V% & ; BLIEIR

absolute 4% 1)
absolute configuration 4 X {47!
absolute counting 4 Xl &
absolute deviation 44 % i 2%
absolute diversity 4%} ZFEM:
absolute error 4 X%}{5% 2%
absolute humidity 45515
absolute specificity %4 %}%&—1k
absolute zero 4% & i

absorb W I&
absorbance (=A) WIS, E%
Lo KA

absorbance unit (=A)
absorbancy %%
absorbancy index W YGZRFE %K
absorbate )

absorbed dose % I3
absorbent - Wz Wt 5 W% WL iRy

absorbent cotton i EH , A AR
absorbing power W IKRE ), )



2 abs

absorptiometer 1% {614
absorptiometry 1 Y6l 52 5
absorption WUk [ 4 ]

absorption band IR IYAT ; 1% ity
absorption cell Wi , Bk (G AR
absorption coefficient I it & ¥
absorption curve I I il 28

absorption site (=reaction site) 1% it 1%
B
absorption spectra I I

absorption spectrometry 1% I 3 3% Ji 52
b

absorption spectrum 1 it 1%

absorption technique I it 3

absorptive 451U J1 1

absorptive pinocytosis I i [ %4 ] iu ik [ 45
Jiill

absorptive tissue 1 4 41

absorptivity WM ; MR i Ak

abstraction 425, ZFHL; 2 HF, L H T

abstraction reaction ZFE{ % i}

abstriction  x [ #1745 W7 [ E ]

abundance FJF; M ; LRE

abundance-frequency ratio £ -3 [,

abundant EEHK, HEEY

abundant mRNAs &£ mRNAs

abzyme Hi{Aff

acacetin  RIRHEK, & HRE

acacia gum AR, G4 AR B

acaciin  JIl#EH

acalcerosis 45

acanthopodous  Ji|#% K

acavyl WHGE

ACC deaminase ACC Jfii /i

accelerated ageing i1 AR , hilsdi 24k

accelerated diffusion I H

accelerating culture fBGER I , (2 Rk 1

accelerating effect £ #E3% )

accelerating germination %

acceleration fill 3 /& F , 42 3 4 i 5 skt
B

accelerator {3/ 55] , finEE ) ; fin sk 28

acceptor 3% 3 ; 324k

acceptor-RNA (=transfer RNA, tRNA)
SRR B

acceptor site 32 [ {& [ 5 ]

access HEA ; Bl ; &9 s AL

accessible  F K7 (1) ; 5 3% 5% 0 1 ; ] B A
i)

accession [ 11 ; 3% i1 ; &

accessory bud gl %

accessory calyx Fjlj#&

accessory cell ( =subsidiary cell)
5 B T3 240 i

accessory chromosome  x M YLk, H
/CRERIN

accessory factor #fj B [H T

accessory fruit [ff 5

accessory multiplication (= accessory re-
production) [l %%

accessory nucleus | #%

accessory pigment {62, ifa &

accessory protein %f B %5 14 [ & ]

accessory species YR Ffi

accessory spore El|#F

accidental error {HiRiR%

accidental species /¥ fh

accidental sport iE ZEAS, (B4R A

accidental variation i sR75 5

acclimation  Zi[{},

acclimation mechanism |4k 4L ]

]

acclimatization (= acclimation) JX| -+
s SRIE R

ACC N-malony transferase ACC K — it
HHE ALl

accommodate 3 )i ; 55
accommodation [V , 35 1 ; 1555
ACC oxidase ACC HAb 1
ACC synthase ACC &fiff
accumulated dose ZEFIF| &
accumulated temperature FHiE
accumulation MEF/EF; FULE, B2
accumulation level ZF/KE
accumulator plant JTZE Y
accuracy YR

acenaphthene —5(ji5; Z8 i ks
acene Ff-IE

acephate  Z %t jieml , B K@
Acer MR

acer saponin P fi§ 2 4F P



ace 3

acerin FHZE

aceritannin  HRAY BT

acerocin AR g H LK

acerogenic acid AR R

acerogenin  FE ¢ I

acervate JRHMEM]

Acetabularia  (CBAZNJ) 43 ; -3 [ 1]

acetal  ZETHE ; i 4

acetaldehyde Z.J8, fit/s

acetaldehyde ammonia Z & %E

acetaldehyde dehydrogenase 2. J& Jfii & Fifi

acetaldehyde-sodium bisulphite Z. /% V.4
RN

acetal phosphatide 45 B 5

acetalresin 45 IR

acetamidase  Z. itz fF

acetamide  ZJiEk

3-acetamidocoumarin 3-Z iR IELF T E

acetamiprid I Pk®

acetate ZFRLL

acetate-activating enzyme  Z, PRI

acetate metabolism Z BRI

acethion FIRHE®

acetic acid Z &, iR

acetic acid fermentation Z /8 % %

acetic anhydride Z. PR

acetic thiokinase Z. 2% 4 il

acetification ZFRILAEF . BE1LAEH

acetin - Z R H iR

acetoacetate Z.Jit 2. /R ; Z. Bk Z B £k (R
AR

acetoacetate decarboxylase 2, it Z R it
Rl

acetoacetate thiokinase 7.k Z FREH BB

acetoacetatic ester Z.JitZ. MR Z.Fig

acetoacetic acid Z it Z &

acetoacetyl-CoA  Z.Jik Z Bt A

acetoacetyl-CoA deacylase Z, [t Z, k% il
A JBEBEL 3 T

acetoacetyl-CoA thiolase  Z. it Z. Pt % Fif§
A TR il

Acetobacter BEFFE B[P

acetochlor ZELE®

acetocoumarin Z EHF G R

acetofenate = G % MUK, IO R , Iy

Q)

acetogen J=ZPRHH

acetogenic bacteria = Z BRI

acetohydroxamic acid  Z Bt 4 JI5 R ; Bt 2
R

acetoin 3-323L T MR

acetoin dehydrogenase 3-3% 3 T i Jiit &
i

acetokinase  Z, FE¥4 il

acetol P il i

acetolactate  Z,FEZLER

acetolactate decarboxylase Z,FiEFLER iR

it
acetolysis  Z Fitfi#
acetone Al

acetone body fii{A&

acetone cyanohydrin glucoside 3¢ 5.5 ;7
Bl A FAL S A

acetone extract NEHY) , NERHHIEY

acetonitrile Z i, i§ bt

acetonuria P fR

acetophenone 7 Z,fifi

acetophos ZFEHE GAEEAZ) ®

acetosyringone  Z it T F il

acetovanillone F&FHL Z [ ; TRk BRE

acetoveratrone  Z, [Pt 3% =

acetoxycycloheximide (= hexi-mide) 2.
BRI C %

acetoxy-7 ( cis )-hexadecen-1-ol
OB~ 7558k -1 -4 B

acetoxy-9 ( cis ) -octadecen-1-ol
OB~/ \B-1-Js

acetylaleuritolic acid  Z Fik i i g

acetylaminoglucosidase 7. it 2 3 4 ¥
it

acetyl AMP  Z P IR H — BE R, & Bt
AMP

acetylase 2,k ILAE R il

acetylastragaloside Z it FEMR

acetylation x Z L[ 1E ]

acetylcellulose phthalate 4F 2% — iR Z i
YR

acetylcholine (=Ach) ZBEIHAR

acetylcholine agonist  Z JiIH AR5 41 7]

acetylcholine receptor  Z, i HGHZ {4

i IR -7
s R 2-9



4 ace

acetylcholinesterase  Z. it JIH i fig it

acetyl-CoA  Z.Ft##ifiG A

acety-CoA carboxylase  Z.Fit#litF A %1k
fify ~

acetyl-CoA transacetylase Z, 4 A %
T FE iy

acetyl coenzyme A (= CoA-S-Ac)
i A

O-acetylcolumbianetin = O-Z, ik — & Kk 11
Jrig

acetylcysteine 7. Jt 4R

8-acetyl-6 , 7-dimethoxycoumarin
6, 7-_HEARFEE

O-acetyl-3, 6-di-O-f-D-xylopyrano-astraga-
loside O-Z k-3, 6- X4 -3 D- ik iy A
FHAEBHER

acetylene ZJt, Hi 45,

acetylene-reduction assay  Z, i JE il 5=
%

acetylesterase 7, FLi5 i

acetyl eugenol Z 8 T 7

N-acetyl-D-galactosamine
FL R

N-acetyl-D-glucosamine

i

Z Bt

8-Z. Ft-

N-Z B-D-2

N-Z Bt-D-% %

acetylglucosamine 7, Jit 54 B % 2 8, 2
T 7 2 M e

acetylglucosaminidase 7, Bt 75 45 Jil B 1
i

acetylglutamate synthetase 7, it 2% 43 %
EEpia.

8-acetyl-7-hydroxycoumarin
HEETER

8-acetyl-6-hydroxy-7-methoxycoumarin
8-LBt-6-FH-T- AL F T E

6-acetylhyperoside  6-Z, Ft48 54 22 Bk

acetyllipoate ZBEHEEFR ; 2. BERE F B 1
(BEEARD

acetylmannosamine  Z, JiH @5 ik

8-acetyl-7-methoxycoumarin  8-Z, fi-7-H
AAEFTH

2-acetyl-3-methylpyrazine 2-Z,fi}-3-H %t
Nk g

acetyl number  Z, (i

acetyl phosphatase 7, fit B R}

8-Z W-7-52

acetyl phosphate 7. B4 ; Z, FEBE iR £h
(BREEAR)

acetylpyridine  Z, kil

acetylsalicylate  Z Pk /K478 ; 2 Bk #5186
Eh (BREAHD

acetylsalicylic acid  Z, [t 7k #%##2

acetyl-S-CoA  Z,Fjt-S-%lifity A

acetylshikonin 7, i 40 2

acetylspiramycin 7, Ji 12 jjE 25 2

acetylthiokinase  Z, Ji 4 3 ity

acetyltryptophan  Z,Jik (a4

acevaltrate  Z FBE45 51 = il ; il o5 i /g

achene J&

achiral JEFHEY

achrodextrin 715 o i

achromatic  x V221 ; JEYufa T 1K

achromatic color JGff

achromatin JfYu(a i

A-chromosome  A-Zuff {4

acibenzolar HLAE®

acid amide [ifi%

acid-base balance R4

acid catalysis g4k

acid digestion 241k

acid equivalent (=a.e. ) [R5

acid fermentation FR: & B2

acid fuchsin RS 4T

acid-growth hypothesis -/ K- {23}

acid glycoprotein PR ME 1

acid hydrolysis = FR1#% , IR /K f#

acid hydrolyzed casein 7K ff i %5 1

acid hydrosate FRf# =)

acidic PEMW

acidic amino acid RS ILRR

acidic dye R yu

acidic fibroblast growth factor R i 47
A K R+

acidification filfg ; iRk

acidify iR ; i1k

acidifying  FR1L[/E ]

acidimetry R &% E

acidity [fRpF

acid-loving species i 5, fil

acid medium FRYEREFE L

acid mucopolysaccharide B P:EE L8



act 5

acid number [R{H

acidofuge BRI ; HEER (1)

acidolysis FRf#

acidophilia W&

acidophilic bacteria FER A

acidophobous R , BRI

acidotrophic PR FERIfK)

acid phosphatase R AR i}

acid plant ( =oxylophyte) EERIEHY), &
R

acid protease YL I

acid-washed quartz sand iR Yk ¥ 11 £ 3

i
acif;uorfen EHRREH®
acifluorfen-sodium = FR HBFANEE®

aclonifen ZKE®
acobreting D 15 &Lk T
acobreting E % 5 23k 98%

aconine 43k R ; 3k i

aconitase JIil 2 3k FRfif

aconitate T 1 Sk R ; I 2 sk BR ER (K 5K
.

aconitate hydratase 53L& /K A il

aconitic acid % 3k/2

aconitine 4 3L55

aconitum alkaloid 23k J& 4= ¥yH

aconosine i

acorane = b

acquired character FKIGHR

acquired characteristics A

acquired immunity K75 G

acotyledon JGFMHi4)

acquired resistance FRFFHTHE

acquirement of stress resistance Hi i
OEINES

acramphibryous TRl 236K (1)

acrasin REX

acrasinase R4 Kt}

acridine I IE ; A I e

acridine alkaloid Y IE[ 2574 #1658

acridine dye I IEgwR}

acridine orange MY IEHF

acridine yellow g

acridone 1Y BER

acriflavine I BEHE

acrinathrin A SO
acroblast JR T {4
acrocentric chromosome
ARERYN

acrolein A
acrolein polymer RIS A A&
acrolein resin PRI A
acronycine 11l B

acropetal [i] TH /Y

acropetal translocation [i] iz #ij
acrophyll  THiAE i

acroscopic I fill f)

acrose (4 ; BURTHE ; & URBE
acrosin Ti{AE, Ti{AEH
acrosomal reaction TH{A 2 i
acrosome  JHi{A&

acrosome reaction  TH {4 i
acrosomic granule JE Tii{A&
acrospore THi‘E 7T
acrosyncarpy Wik Faqk
acrotropism  [ii] 4 1

acrylamide NHTERE
acrylamide gel P4 oL R IE
acrylate PUJRTR (BREER)
acrylic acid PIMTR , W IE R
acrylic acid resin PRI G
acrylic polymer /HIR[EE IR AW
acrylic resin  PURERLHE 125
acrylketone N4l

acrylonitrile P47

actein ¥ PRI,

actidione  JHCZR AT , 34 L BRI IR
actin JJLZhEH

actinenchyma R4

actin filament L& H %
actinidine FREEBEIR
actinodaphnine ¥ PIFG 0 ; lide £
actinolysin AR HIAE
actinometer fL2FGREETH
actinomorphy (75 #& 5t % FR

Actinomyces THZTH )R
actinomycetes i ZR A
actinomycin R HE
actinozyme i £% P i

action {EH

* 3T Yt 4 44 BL



6 act

action current  * Zh{EHL
action potential - * Z{EHLf;
action spectrum  * /g GiE

actiphenol {4k
actithiazic acid i 2R BE Mk R
activase {5 1LIE , J4 75 it
activated  JHALH, G Y
activated carbon I
activated charcoal 5%
activated diffusion 54k H
activated sulfate J5{LHTERLL
activating enzyme I {L i}
activating group %L 3L A
activating transcription factor
A
activation ¥IE1E G161
activation analysis 5 {b4MT
activation center J7% HH.L»
activation energy 5 {LfE
activation of ATPase system [l = f iR
i R GG 1L
activator  x 75405, JETE I BLTE 5 K

T
WORE L

activator protein
activator RNA 05 BBk 1
Bl T

active JHERHY

active absorption

active acetate 5 : 2, /#8

active bud 53 %E

active carbon P75

active center 50>

active chromatin 5 ¥: L4 i

active dry yeast 79T BE LT

active end group I PEREEE

active factor JEM:PHF

active fatty acid 35 HEIS IR

active fraction JEPE4r

active glucose I P 254

active glycolaldehyde 7% P:3% 7, %

active hydrogen compounds % Ik S {b &
7]

active ingredient 5 %4>

active oxygen %14

active resistance g ZhHELHL

active secretory process 32 Bh4r I AR

e SRV

active sink JE{LJE

active site  JHALIAL, TEHEAL A
active tillering A5 %443 HEM

active transport = ZIE K ; 15 IS
active uptake =G IK

activity x JGBE; 1% 5

activity coefficient * I & &%\
actomyosin L3R
acuminatoside [l

acute SR ; Atk

acute infection 2Rk YL

acute injury 2Pk

acute phase 21l

acyclic  IEFBF 1 ; I R 301k 10 5 P4 =X

)
TR

acyclic nucleotide
acycloguanosine JGIf I 4, 9-(2-5 Z 4
TG

FL) 1) Iy
acyclovir
acyladenylate JBEJL R R
acylamino acid k3L 2 KR
acylase EILEE Rl
acylating agent Jjt{L 7]
acylation PEAL[ 1]

acyl carrier protein (=ACP) [k {4k
HH

acyl chloride E4

acylFCoA  [ISEEHfF A

acyl-CoA dehydrogenase  [fif fit 2L 46 fiff A

JilEN
acyl-CoA synthetase S BEIL4lF A 2%,
i
acyl coenzyem A JEERE A
acyl dehydrogenase ik 3 i & il
acyl fluoride it
acyl halide [ %
acyl migration [BEILEL AR
acyltransferase BEELAERS
adamantane 4: Rl %
adaptability & v f:
adaptation i )i}
adapter protein #7H:% [4 Jii
adaptive agriculture 3% 4%\l
adaptive behavior 35 N PE4T R
adaptive capacity 3 v i ; 1E W fE S



adg 7

adaptive differentiation & i 73k
adaptive enzyme 33 /i fiff
adaptive evolution & i #E4k
adaptive faculty &V fiE S
adaptive form i i K
adaptive mode & i 7 =
adaptive regression i v iE4k
adaptive training & IV PR R
adaxial TN

adding enzyme  Jif1 i it

addition  » A ; AR,

addition compound Il AL &Y
addition signal [N 5
additive ¥R 050, SO0 AR )
additive effect  * FHPERN
additive factor ZhNHEF
additive gene  * JIPEREA
additive variance it 2=
adenanthin /&

adenase (= adenine cleaminase)  Jii I 14
T8 i 5 V4 i

adenine (=Ade) fI}IEIN4

adenine deaminase ( = adenase) [ IE 4

3t

adenine nucleotide fIi [ EEM 4% 1 H BR

adenine phosphoribosyl transferase  Jif I
W B PR A W I

adenosinase IR 1 iff

adenosine IR 1

adenosine (=A,Ado) R, IREA BT

adenosine-3’, 5'-cyclic monophosphate (=
cAMP) JRHFER

adenosine deaminase Jif I3t 22 fif§

adenosine diphosphate (= ADP)
TR, —WRBRIRTY MR B

adenosine diphosphate-glucose ( = adeno-
sine diphosphoglucose, ADPG) Jif
ZWERR A A

adenosine kinase Jif T B[

adenosine-5'-monophosphate ( = adenylic
acid, AMP) JR¥F[—BE1RR, IR 1-5'-
PATRTR , IR FR

adenosine-5'-phosphosulfate (=APS) Jii
HEEBRER , IR H-5 - BB BT R T

adenosine-5'-phosphosulfate kinase ( =

* JRE

APS kinase) fii1-5'-BBR BT W

adenosine-5'-phosphosulfate-pyrophospho-
rylase I 1 TR AR A i PR AL il

adenosine tetraphosphatase it 11 4 5 g
it

adenosine triphosphatase (= ATPase) Jif
H = BERAG

adenosine triphosphate (=ATP)
WERR , I =%

adenosine triphosphate synthase Jif 1 =
BERR A, ATP A1l BER ARV

adenosyl-methionine (=SAM) S-J§ 1 H
WA, SR EE R

adenovirus [R5

adenylate IR 72 ; B 1 EREL (R AR

adenylate cyclase(=cAMPase) ¥ R
ALt

adenylate deaminase fifi % i (i

adenylate energy charge [ H B2 AETT

adenylate kinase i 11 BRI il

adenyl cyclase I FREF LG

adenylic acid (=AMP)  * [ —#§]
R, IR

adenylosuccinase [l 11 [ 5t 3% 1 8 24 f#
it

adenylosuccinate R {FFRILIEHIER

adenylosuccinate lyase i B8 L 38 51k
Ay A

adenylosuccinate synthetase Jif 1F i 35 ¥
A

adenylosuccinic acid I B2 AL S HIR

adenyl pyrophosphatase [l 1 ot £ B FR it

adenylylation JRHBE4L[VEF ]

adenylyl cyclase (=adenylate cyclase) Jif
H R

adenylylsulfate [TV B BR

adenylylsulfate kinase [ 15 BRI BRI fiff

adenylylsulfate pyrophosphorylase Jiit ¥
TE 4 PR A B PR AL

adenylylsulphatase [l # Bk[ 2t R BR G

adenylyltransferase R JE |5 B

adequate variability & 45 5

adequate variation i i} 45 7

adermin ISR, 44 K B

adglutinate R, 540 Ak

iR =
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adherence Fi ; B Kk

adherent [t

adhesion  [ff% 77, Bt 1

adhesive x &7 ; BRI

adianene i1 2247

adipate . —JR;C —Rth

adipic acid & —g, IR
adipocellulose 5 Jlg4F 4 %
adipokinetic hormone JiigJJij i B g 2%
adipose tissue fJ5 i 2 41
adjective gland  f} 11l
adjust JFY7, B IE
adjustable 7] &% [
adjustable micropipettor
e

adjustment 37, JE4&
adjuvant  x HiEh5; R BIIK , B2 B Y
adjuvant cytokine /7141 ity
adjuvant peptide {45 Jik

admedial []%lifY

admixture Bf1;1E4

adnascent [} 4= ¢

adnate 541

adnexed [t

adociane ¥ £k

adonit {35 AERE , O, 45 77 L
adonitol &> ZRAEEE , BOBHRE, 48 45 B
adonitoxigenin 7 77 S EE 1V I AL, ] 4 =%
AT i

adonitoxin {4 M4 R AT
ADP-glucose pyrophosphorylase ADP-#j
ENE e RR AL

ADPG pyrophosphorylase ADPG £ i
(e

BRLECS ¢°271

adriamycin  [i£5 Z

adsorbent 1 i 7]

adsorption W% Ff[ k1]

adsorption catalysis I {11k
adsorption center I [ H.0>
adsorption chromatography I [} 247
adsorption film I ff} i

adsorption layer I [ff 2

adsorption potential I [iff H #
adsorption precipitation 1% By

adsorption quantity 1 [fff &

adult  * BHG; BRAK ; B Y, IR

adult stage  x JEE R ; RRBGARY B

adventitious A 5E [ ; SRR 11

adventitious bud  * [ff g %

adventitious plant  #NRAHY) ; B FiY)

adventitious root g

adventitious shoot  x R5Ek;

adynerigenin BRI AT Bk iR Z,

adynerin FXIATHEH 2, TRLHF

aequilateral (= aequilaterus) 7 i 4 £
I S 1)

aerase 7 48 WK Jif

aerating root 14 AR ; IR AR

aerating system S &4

aerating tissue 44 41

aeration i ;X ; &K,

aeration rate <K

aerenchyma #4141

aerial SA:f; 2K W

aerial algae (432

aerial contamination 2545 Yt

aerial hypha S 4%

aerial parts Hb_[- 34

aerial plant < /: i)

aerial root S A4

aerial shoot Hb [ 4

aerobes x ISE /LY A

aerobic T4, 1K A E I

aerobic bacteria  * {74 4

aerobic bicoxidation 7 454 WA AL AE

aerobic denitrification 475 @4k 45 5
IR

aerobic fermentation 754 Kk s

aerobic glycolysis 75 4B % fi

aerobic nitrogen-fixing bacteria 414 [&
A

aerobic oxidation %41k ; &4k

aerobic process {4 L, ISt AR

aerobic respiration £ 4 I

aerobic ribonucleotide reductase 75 4 ¥
AR BRI ity

aerobiology K442

aerobiont T Ay, G LY

aerobiosis 774 A= , SF4E A T

aeromicrobe 754
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aerophyte S /EAEY)

aeroponics L5k

aerotaxis &AM

aerotropism i) ¢ 5 ] M

aescigenin  -E I LA

aescin HHREE

aesculetin LM%, LHE; LR, &
RZE; HEM R 6, - _REFLR

aesculin -+ M- A 4F, B 4 D T L
R R

aestival EH [

aestivation &I

afferent &% A M [0

afferent phase & A Y]

affinity SEAIS); BRI

affinity adsorbent 3% F11 ff} 57

affinity chromatography 3% Fll {0 ¥s; 5%
ZHr

affinity coelectrophoresis 3 13t Hi 3k

affinity coupling ZEAMEEK ; BAEA

affinity extraction ZEFIHEHL, FEFAEEL

affinity labeling 3:FIFRIC

affixed [ff# 1)

aflatoxin i/ H

afoliate  JGIH 1)

africanane AEM e

after crop ( =after reap crop)

after culture %Mk, #pFh

after effect = J5RL[ V]

after ripening J5 2

agameon JGPEAFH

agamete  JoMEAETH 4 ifd

JEHEAEY)

agamic TGP

AGAMOUS-like 20 (=AGL20) 7fE4r4:
L R AGL20

agar  BiIg; B

agaric acid AR

agaricic acid Y% HFA LR

agaricin  * BEZE R ; VR AAW R

agaricinic acid  * BEZEIR

Agaricus blazei Murrill P. E. (plant ex-
tract) AN EHRILY)

agaritine <[ &R

agar medium B H; Ik

agarobiose Bifl§ —HH

agaropectin  BIE K
agarose  BiUIRHHE
agarose gel electrophoresis Bt IS eI
K

agarose plate BT
agarospirane L7 IR HERE
agar plate i VAR
agar slant  BiifJE A4 A
agar slope  BiUlE R
agar streak  BflFRIZRET IR
agar tube BifIRHE
agaru UIHFE
agarythrine £1 # 5
agate mortar  FLHS Ak
agathalene Ul 7EA20
agathic acid (=kaurenic acid)
agathisflavone Ul 5542 %
agavogenin b 2% AL A
age class {%%%
age distribution 4E#Y /M
ageing (=aging) &fk
ageing index ZAbFE %K
agent [EF; {EFYI ; 24577
age of forest KM, Aikk
ageratum ZE7F
agglomeration [} 3§ ; #E 1) 4
agglutination ¢4 , F{ 3R
agglutination reaction %4 [ ]
agglutinin  BEHEE
agglutinogen {4 i
aggregate A1 IRAEM ;WA
aggregate cup fruit RAME
aggregate free fruit AR
aggregate fruit HEA4 R
aggregation SRAEAE L ; IR
aggregation response 34 )7 )i
aggregin REHH
aggression A

e

aging (=ageing)

agitator P PERR

aglucone 70, Wit Fic 3k

aglycone  x ¥ G, I HHCHE ; SRR
agmatinase It

agmatine PG W e s ICHE T Ji
agnosterol f 7 {§§ = A

NFERm
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agon ffi%k

agonist  FUFIF| ; AT FHTR

agrad SR

agranular  JoHOR 1)

agranular chloroplast Jg Kok -4 {4
agrarian  HfFf )

agrarian zone HE/EAT ; 4k FH A
agricultural waste VYT, 4 45 3%
agrimophol il % iy

agriotype  Hif A= 255%)

agrobacteriocin  + HEFT 2, RATHZ
Agrobacterium  + EFF R, RATE R

(1]

Agrobacterium rhizogenes Al + HEkF
B BRI ]

Agrobacterium tume faciems 3 JiF + £

FEGE A8 AT 1 (e ]
agroclavine  FH 3% 1 i
agroecosystem R\ 4= ER
agroecotype R4 A5
agroinfection f&FT B R[]
A horizone A 2, ¥R, £+ 2
ahydrous acid Gk g
air cavity s
air chamber 5%
air conditioned (=AC) 3425
air conditioned greenhouse ik 3
air conditioning %3 < 45 [ 3t %
air contamination k<75 Y
air dried condition X FRAS ;
air dry weight (=dried weight) X T&
air nutrition 2353
air permeability x S B ; B
airspace network 5 Ji [ 4%
air temperature 4 jE
air tight RS
ajmalicine (= §-yohimbine) il I §i% ; 5-
B E R BTG
ajmalicine hydrochloride b Fi N i
ajmaline  Fng R ; 75 85 2 A pk
ajowan oil TR N
akaryote JCAZ 4
akebia saponin D A E#R D
alachlor HIZif;®

alanine (=Ala) &R

alaninebetaine PR EH 3208

alanosine P21 2 ; WANE AL R

alantolactone - A 7 Ay fig

alanycarb 4% B ®

PB-alanylhistidine < L Jik, B-7 %2 Pk 401 4
173

Alar (=SADH, B,) A ,B, (4K
D

alaskane [ 7 37

albaspidin (141 55 % ; = WK &K

albendazole P £ B R ® ; B 25 ks

albescent 7% [ [

albiflorin = A2 NS ; B

albinism [ {0IE ; 4L B S

albino callus 4k i 540 41

albino gene [I{LILPH

albino plant [ {bAEY)

albomaculatus  H. 5 B 5 11

albopilosin A aleuritic acid i 2{-42 i i
773

albumen JI£F,

albumin W5, & H R, B A E

albumin cell 7 [ 41

albuminoid %K 19 ; i 8% 1

albuminous seed A IR, iR 7

albumins WEHEH, HEH

alburnose (=albuminose) fi;

alcogel LKL

alcohol [i; 2.0, WWiks

alcoholase [

alcohol dehydrogenase (=ADH)
It A

alcohol fermentation ks % B%

alcohol soluble P

alcoholysis  B¥f#

aldehyde fi%

aldehyde dehydrogenase Pt & it

aldehyde oxidase 41k fiff

aldehydrase B IEE04 451k ily

aldehydrol 7K &Ji

aldesleukin  [Hh /)% YA A E-2

aldicarb 3 K ®

aldimine 3 Jii

alditol PR ; T[] MR ; A

[z ]m



