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(motor protein) , X253k HAFEIK SN H (kinesin) 3 /18 H (dynein ) FIAILI BR 2
(myosin) , JEIZABHE HESE, 16 22 T i A 4a 45 1 2 b R 5 AR XF 147
AT 0 32 i P 240 B AEE e R A AN T /i AR AT BB S (U A L AR — R S S 0 R i b
ICHE EHAE AL, AT [ P 4 A <
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B ( Candida albicans) , VA B 28 HAW Y 22 R 78 WkURS Bk F 7 ( Newrospora crassa) FE 8
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