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FERBR B0 T 73R, RGO R M AN B . LIk R 4L ) Al R 4 g 2 AR 3 A AL T

SR . FE P AL A% 080 20 IO 45 40 6 35 Bl H A DNA R BRRR T, 13X 48 DNA R Bt 5.0 &84
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HEEMEM. F, CE2RITERNES FLH, B NEES T (superintegrons), Hf
—H3HF T ENENESERN AR E. B S TREBE MR IEE , 0 T 2 40 5
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