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Search for predicted microRNA targets in mammals [Go to TargetScanMouse]
[Go to TargetScanWorm]
[Go to TargetScanFly]
[Go to TargetScanFish]
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rgetScanS: Prediction of microRNA targets

Search the database of microRNA targets consesved in 5 vertebrates:
Select a microRNA family here
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Searching "miR-2 114 miRNA:UTR pairs conserved in vertebrates

Total number of target sites matching each stringency level are listed In parenthesls.




