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A adenine  HRIEEMS

FAB-MS fast atom bombardment mass spectrometry R JRF3& 37K
FACS fluorescence-activated cell sorter ¢ YGHLTE 4HAT 53 31X

ACAT acyl-CoA cholesterol acyltransferase JEBE- CoA RHE BEBE B AR
ACP acyl carrier protein  BEERAES

ADP adenosine diphosphate R H —B§EE, IR —B%

AIDS acquired immune deficiency syndrome FRASVE G BBRELE S
Ala alanine HER

ALA aminolaevulinic acid & ~& %~ v B

AMP adenosine monophosphate IR —BEER

Arg arginine F§ER

Asn asparagine KRB

Asp aspartic acid KEZEBR

ATCase aspartate transcarbamoylase KA EIRFEE HBLEF
ATP adenosine 5'-triphosphate R H - 5'- =B
ATPase adenosine triphosphatase R H —BEEREE

bp base pairs BREEXT

C cytosine  HUMERE

cAMP 3,5 cyclic AMP 3, SRR

CAP catabolite activator protein MBI MIBIEFRIE A
cDNA complementary DNA  H % DNA

CDP cytidine diphosphate FH —BEER

cGMP cyclic GMP  SFS# B

CM carboxymethyl #ZHE

CMP cytidine monophosphate S — B8R

CNBr cyanogen bromide RILE

CoA coenzyme A Hif§ A

CoQ cytochrome Q (ubiquinone) A E QUIZER)
CoQH, ubiquinol  ¥ZEREE

CTL cytotoxic T lymphocyte ZHMIZEME: T(HRE ) 4HH
CTP cytosine triphosphate  JIMEIE =BERR, I =%
Cys cysteine FPEEER
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CRP

AG
AGT
AGY

DAG
dATP
dCTP
ddNTP
DEAE
dGTP
DIPF
DNA
DNase
DNP
dTTP

EC

EF

elF
ELISA
ER
ETS
F-2,6-BP
FAD
FADH,
FBPase
N-fMet
FMNH,
FMN
GalNAc
GDP
GlcNAc
Gln

Glu

Gly

cAMP receptor protein FFRFBRZAHEH

change in redox potential under standard conditions AR¥ERTS T EALE R EA
.

Gibbs free energy FHAIRTH HEE

Gibbs free energy of activation 1H{LH B HEE

Gibbs free energy under standard conditions ARAERZS T HMETE B
2'-deoxyribo- 2"~ BHE-

1, 2-diacylglycerol 1,2-_BtHH

deoxyadenosine 5'-triphosphate  fi AR 5'-ZBERR

deoxycytidine 5'-triphosphate LRI 5'-=Hidk

dideoxynucleoside triphosphate _BLEAZ I =B5RR

diethylaminoethyl —Z. & Z%

deoxyguanosine 5'-triphosphate i & 51~ 5 =BER
diisopropylfluorophosphate  — 57 P9 2= U BERR

deoxyribonucleic acid BEEZIEZR

deoxyribonuclease Fit EE LIRS

2, 4-dinitrophenol 2, 4-—THEHE

deoxythymidine 5’-triphosphate BRE T 5 - =R

redox potential FALIEFHHE

Enzyme Commission BF¥ZERE

elongation factor FEfHHEF

eukaryotic initiation factor EAZIGRIGR T

enzyme-linked immunosorbent assay Tl K 4 58 TR BT S8

endoplasmic reticulum P BT

external transcribed spacer FMERFEFEIRRX

fructose 2, 6-bisphosphate S8 2, 6 - BEER

flavin adenine dinucleotide (oxidized) ¥ R IREES —BHRR(HILA)
flavin adenine dinucleotide (reduced) = EMRIENS “ IR (EFA)
fructose bisphosphatase M —BERR

N-formylmethionine N -H B HHER

flavin mononucleotide (reduced) HEEBEZHR(EFRE)

flavin mononucleotide (oxidized) —#EHEBHR(EALRE)
N-acetylgalactosamine N -~Z. B FEMK

guanosine diphosphate S B8R

N-acetylglucosamine N -Z.BiHilE Rz

glutamine A& BERE

glutamic acid B EMB

glycine HEMK
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GMP
GPI
GTP

HIV
HMG

HPLC
hsp
Hyl
Hyp
IDL
IF

Ig
IeG
Ile
IP;
IPTG

IRES
ITS

LCAT
LDH
LDL

LMM
Lys
Met
MS
mV

guanosine monophosphate S —B¥ES

glycosyl phosphatidylinositol  ¥EZEBEASELALEE
guanosine 5’ -triphosphate 5 5'-=8B58
hemoglobin  MLZLEE H

adult hemoglobin M AMAEH

fetal hemoglobin i JLI4LE H

sickle cell hemoglobin $RIRAAMIIMLTE 5

high density lipoprotein B EIREH
heterogeneous nuclear RNA %N AR — RNA
heterogeneous nuclear ribonuleoprotein % A — R EH
histidine ZH&E R

human immunodeficiency virus A BB
3-hydroxy-3-methylglutaryl 3 -¥2%- 3 -HE /X "8t
heavy meromyosin  EEFFHLERE S
high-performance liquid chromatography R ZEHT
heat shock protein  #WHEH

5-hydroxylysine 5 -REBE IR

4-hydroxyproline 4 ~F2EIHER

intermediate density lipoprotein ' ([8]) & EIREH
initiation factor EHHETF

immunoglobulin  SREERE

immunoglobulin G %EIREH G

isoleucine FREM .

inositol 1,4, 5 - trisphosphate  LR¥ 1,4, 5 -=BERR

isopropyl--D-thiogalactopyrancside FPiE- p- D-BAC LA EH

equilibrium constant  FHFH 3

internal ribosome entry sites P FSIZBEABEANL S
internal transcribed spacer PERFEEFIAIFGX
Michaelis constant KR E$L

lecithin-cholesterol acyltransferase BFBEAS-FH FRE IS B4 FE B
lactate dehydrogenase FLERI EK§

low density lipoprotein KB EIRES

leucine REM

light meromyosin - SEEEIERES

lysine #ER

methionine FFHER

mass spectrometry Jﬁig

millivolt ZE{R
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mRNA messenger RNA {5 # RNA

NAD* nicotinamide adenine dinucleotide (oxidized) EEBEAEAREN — s (ELA)

NADH nicotinamide adenine dinucleotide (reduced) MABEAARIENS —ZIFFBRGEER)

NADP* nicotinamide adenine dinucleotide phosphate (oxidized) {EBEIARES — B ERBE
ROAMLE)

NADPH  nicotinamide adenine dinucleotide phosphate (reduced) EBtRARBIG — B ERBE
BRGERA)

NAM N-acetylmuramic acid N -~ZBtHIEEER

NHP nonhistone protein JEHE HH

NMR nuclear magnetic resonance B REILHR

ORF open reading frame  AJEHE

PAGE polyacrylamide gel electrophoresis 5% PR B AR BE L B IK

PC plastocyanin AR E

PCR polymerase chain reaction ZEAEEEER KN

PEP phosphoenolpyruvate  BEBR G RE FIERER

PFK phosphofructokinase  SRYEBEER KA

Phe phenylalanine FHPIE MK

P; inorganic phosphate JCHIBER

pl isoelectric point %5 HE &

pK dissociation constant B4

PKA protein kinase A & H¥KEF A

PP, inorganic pyrophosphate JCHLEEBEER

Pro proline [HZEE

PQ plastoquinone  JF{AER

PS1 photosystem 1 JE(H)RG 1

PSI photosystem [T F(B)RE D

PTH phenylthiohydantoin ~ Z, PFIBEBAR

Q ubiquinone (coenzyme Q) ZER(HiEE Q)

QH, ubiquinol (CoQH,) 2 EREE(FHES QH)

RER rough endoplasmic reticulum FELE PN R

RF release factor BERBEF

RFLP restriction fragment length polymorphism PR #E T BKELSSHE

RNA ribonucleic acid  AZIFEER

RNase ribonuclease %M LR

fRNA  ribosomal RNA Bi¥Efk RNA

rubisco ribulose bisphosphate carboxylase BEEE B R {LRE

SDS sodium dodecyl sulfate + —hEEEBIEREH

serine ZER
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SER
snoRNA
snoRNP
snRNA
snRNP
SRP
SSB

TFIIIA

Tris
TFI

VLDL

smooth endoplasmic reticulum  YETE PR M

small nucleolar RNA  # /) RNA

small nucleolar ribonucleoprotein ~ #Z P /MEBEZEH
small nuclear RNA B P/ RNA

small nuclear ribonucleoprotein ¥ N/ EH
signal recognition particle {5 S 1HFIHAL
single-stranded DNA-binding (protein) 4 DNA 44 (&H)
TATA box-binding protein TATAEZ&EH
transcription factor IIIA ¥ B T 111A

Tris( hydroxymethyl)aminomethane =¥ FEEEH
transcription factor for RNA polymerase I RNA EaEIMERET
threonine &M

melting point R

transfer RNA %% RNA

tryptophan B & ER

tyrosine &R

uridine diphosphate R B

uridine monophosphate R —BER

upstream regulatory element _EHFIRTETTIHF

uridine 5'-triphosphate  JRH 5'-=BER

ultraviolet  $EFMER)HY, FIME

valine HEM

initial rate of reaction [N/ EMGHE

very low density lipoprotein WAREFEARED

maximum rate of reaction IS B
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Al EE4%

Bt i N R e St e N o 2

HxEE

JF R Y [ 4 B K 41 B (blue-green algae) ] 2R F &
ZHENIE, FZAKAEH B (membrane-bound) 4
MR, B AWIME L RBRE (cocci) FFE (bacilli) 22 48
TE B (spirilla), B8 T LA T2 AP 2 (eubacteria) FIHy
40 %25 (archaebacteria) o

ﬁ/\ﬁ*yé{ﬂﬂﬂ%ﬁmﬁﬁ(plasma membrane) B H, KA L
zhHy, R YT &R FE, #rYIEAK (mesosomes) o

ER%V%V@(DNA)T B RV 1B (cytosol ) VR 48 T2 LU

(nucleoid), HEFH YA BARKHEE (flagella).

PR B [ & 1 (protein) 124 (oligosaccharide ) J# Y
MR R AR A AR BB RN E. 2K
PH 40 8 ( Gram-positive bacteria), R EH FIEINE — =
JE A 40 L BE, T #E == G BA 4 40 B ( Gram-negative bacteria)
R A0 R BE A — 2 SN, 7 PR B R ] B R B

( periplasmic space)o

HEZAEY(A2) Zufafk(F2)
BB (B1) HFEMWE(N2)
fEAE(E1)

EAY  EREYRMIR DRSS MRS, B8 TRA R
G R gk AT M AZ T R VR K . TR AR IR K/ INEE 0.1~ 10pm FEEE N
AL, BRIMNEFSHEAR S Z — Bk (BRE) FRIR (FFE) 18
FER(REEE) . TN I ERAHR NI B K : A (eubacte-
ria) FI s 4088 (archaebacteria) . EAE R LK PR WE, HLE
WA E AR MR p R N E R SR, AR MR =K
BEUREMEOESERBHE). HAEEKTRENRENZR
K R AN TR AL, BT = R




A BMEREEEH

ST AWK TR, JFRA% 40 B 9 BE B (plasm membrane) AT, g
B RA R 2B A, R AR SR A ERTT. BEES 8nm,
H & E R IENUZ (lipid bilayer) HE (2 F E1), REREZEY
Bk CEAZ A Y BT AR 09 R 40 M2 8% (membraneous subcellular or-
ganelles) (B& A2), (B EATHIARRE AT 1= )47 BIE ALiEHE (mesosomes)
(B AL.1), FEHATTRERLE BB (DNA) & LA R Ay 575
RVHERAL, XA, g EHRIOO T ERT =R
(ATP)HEHRMEE, KEMRREE T &FARASIREN
KArF B f5HBEER (mRNA)  F% RNA(GRNA) PRI ] |
B SRET, [FR AN Ytk (chromosome) " E MU
e, EALH —4& R DNA 4 F4R. DNA - TR LR —1FF
A (nucleoid) I/MA ( A1.1)(BF F2), R HMEARETE—
AREANFRHBE (flagella) 9 BARKTES, KTV RERE MR+
W3 (ZE N2)o

BEpLIBY 4 Rk

SR

B ALl AR

YRAEIREE b TR G ZHURRGT AR R BB, KRR AN R

3~25nm B9 R HANIEE (cell wall)ELE (B AL.1), ZHATSEH RAIRME
( peptidoglycan) ¥, B &34 (oligosaccharides) #1’& B i (proteins)
WE Sk, EEASE N - ZB# & ¥ K [ N-acetylglucosamine
(GleNAc) JF1 N -Z BEHIBERL [ N-acetylmuramic acid(NAM) JEA B(1-
HREBHETHROESES F(BE ). EBERS NAM L
B EAMEEG R~ 5 D-BEM Ak, AMHTTIRE
A H A S RO T U R U L1 3K BREE A RE P2 R
A A R A [ IR, KB P BUAY D - B AR A B



Al REEY

3

()

T

HAMI I BEOE (protease) [({EA TEAW LY L-BHER(ZE
B1) J#1E A, (HREE R4 T (antiboitic) AT B ( penicillin) #9
YERIARME TRy H6R " . B E R B HIE SRR L 388k
RIBETIEVE R, ETHISS T 40088, NAM Al GIcNAc Z [F]#) B(1-4)
B8 5 T P S EER (lysozyme ) /K iR, XBEFF 4 T IR IE RhMOR HoAth
ST,

RAE B B Y 2 44} (Gram stain), AP S AEZEKH
P4( Gram-positive ) 71 2 £ B BAM ( Gram-negative) . 322 [RFH B
(MZFEFHIFTE Bacillus polymyza ) — 5 (25nm) 40 i BE &1 B i
FE, T 2% BRIV (KRBT Escherichia coli ) M358 (3nm) #Y
ZHuEE % — 29 ME (outer membrane) (B A1.2), SHB(SF E3)
TRIE], MR 24 K 43 T (50 F B & > 1000 Da) tA 1R K HE &
M X RHTHIENZEHHETE A FLER ()3 EB (porin proteins),
TE P AN 4R HU B 2 (] TR RAETE, FLIR oI T 402 W i B E G

b
® s amEm P

. > Y B ey
AN
\\\\\\\\\\\\\\\\\\\\ e iy,

SR MMRE RN BB

B AL2 (a)#25 FCFEYEREA (b) 222 IRFIVE B I AH A BE LS



