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A-form DNA A %l DNA([ £ €
DNA, AR I B EE 2.7 &,
BB FH 5KFF R 2074 ]

A particle A BiX

A protein AEH

A site HEBIEQIA, AL
A-site-P-site model A {ii-P {i#8
it}

AA-AMP EABER#ER

Aase-Smith syndrome
m-\BE=HEHEEE

abacterial ALY, TAEY

abasia E1TARE

abasia astasia {7 FEE

abasic site HBEALE, TREA
o,

HERER

abbreviated analysis fRjB 4 H7

abbreviation %40

ABC technology ABC ¥, =W #
-RERE

ABC transporter gene ABC iz

FEERE(GET HA T 2R
DQ #1 DP Z 1))

abelson murine leukemia virus

(A-MuLV) abelson /M B A L
bk
aberrant EAEH, B M
aberrant ascus ratio B§F-F¥H
aberrant form S¥&
aberrant mitosis WEHLSH
aberrant morphogenesis E& &
hR¥
aberrant rearrangement E57 ¥
He, B EHHE

aberrant splicing R %¥8#&, B
WP

aberrant type B&ER, HH Al
aberration F&AE, AR, SN
aberration rate R

A

abetalipoproteinemia
{3 ML
abiatrophy 4% h1fkk
abiogenesis HRK®EGR), L%
B
abiogeny HRZER, BEKEIR
abiological FEAYFEH
abionergy A& hBRE
abiotic AW
abiotrophy iRk
abl probe abl(FEEME )R
ablastin ~ HUFH R, WALR [0 65
YRS AT — Bk ]

T plEE

ablastous ARAZFM, THF K, TAL
ablepharia R EYE, 8 XL
B BRim

ablepsia ¥L3E M
abluent Hi&H, HHEH
ABM paper HFFEEWRELIH

abnormal R%¥8,KHH
abnormal abdomen ZAFAYY
abnormal allele J%%0IERH
abnormal behaviour FHR¥

abnormal development 5% X
"

abnormal distribution IEEZSH

Giil

abnormal division %% (41)
3

abnormal embryogenesis £ IE
WA E

abnormal fertilization & % %
X5, BB 2N

abnormal fusion BWARHW
abnormal growth R¥4£K

abnormal hemoglobin 5% Il 4L
HH
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abnormal hemoglobin syndrome
RENAFEALGSET

abnormal intrinsic factor
NEF

abnormal leukocytes syndrome
REOARSS

abnormal mitesis RHHELSH

abnormal obliteration 5% M4

abnormal ovum F53 5P

abnormal personality AR¥%

abnormal presentation % # i
£, REN R

abnormal segregation %45

abnormal sensation &3 HH

abnormal sperm EFJE KT

abnormality R, BE

abnormality association F§ %%
a1

ABO antibodies ABO Hifk

ABO blood group ABO Il %

ABO blood group population
ABO I BRI #¥ &

ABO blood group system ABO
ik VEE

ABO incompatibility ABO A~
e

ABO likelihood method ~ABO i

¥

R
ABO selective attribute ABO
TR
ABO system ABO(ILEL) R
aboriginal 1 3¥#

aboriginal mouse AR
abort =, R HE AL, R4
aborted fetus ¥ ™=h5)L
aborter Ui/=, WH
aborticide HIfif, BHiGZ
abortifacient BEIGZ, WK
abortin WHE

abortion =, B/, WE
abortion rate W= %

ahortion storm (EH)BER W

abortive &Y, W@

abortive egg BF O, B0, kK
BEALM

abortive infection
Yo e R AR gy

abortive lysogeny 7% Witk

abortive pollen K& EH

B ()

abortive seed WHE T

abortive transcription i 7= ¥
7, KRR hHE®

abortive transduction #7™= (1)
®ae

abortive transfer H=HEH, T
B

abortive transformation ¥4k
Ak, ML

abortus ZERS, Wi~ IL
abrachia XZBWT
abrachiatism ZBEE
abrachiocephalia 7.3k uB B
abrachiocephalus  J:k B B i
abrachius JCEF G

Abrikosov tumor L4 A&
abrin HETHEA HBEHX

abrin A chain HMEBEEHEAH A
o [T 0 e 3 0 R L AR

WY Hla AMBWBES S
]
abrine ZLEB, N-HEGER
abscission L&
absence ftk
absinthin #FXE, HXHF
absolute #EXTHY
absolute alcohol
¥, TAKZHE
absolute configuration
R, bRz HEFY
absolute counting 4%t
absolute deviation 455} {R 2
absolute error #ZEX}iRZE

SO R, oK
# %t 4
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absolute lethal gene #5%t T E
B, R&BOEEH
absolute plating efficiency 43
HEE
absolute size #5%t K/
absolute specificity
P, B3 % —t
absolute value #X{{H
absolute zero Xt [HE)

absorbance(A) WL, |IHR, R
E

absorbancy Wt

absorbate  (¥{) R4

absorbed dose TR Bt

absorben RIHIR

absorbency(A) T

absorbent WKy, BWH

absorbing inheritance #3Fi#ti%

absorptiometer 3tit

absorptiometric analysis
iRl

absorptiometry RYE#IE &

absorption TR (¥EH)

absorption band TR

absorption cell Wb

absorption coefficient WU A%

absorption curve T £

absorption spectrography
SR

absorption spectrometry
Feig I E (%)

absorption spectroscopy W
273

absorption spectrum T % i¥%,
TR K%

absorption test

®xEH

R S

e i
W

TR K

absorptionmetric analysis %t
ek

absorptive crossing &I &%,
R 3

absorptive endocytosis ( receptor-

mediated endocytosis)
(BHREFWEM)
absorptive tissue HRBL
absorptivity TRt RE R
abstergent ¥E¥RAY, I %
abstraction $2H{, L
abstriction Z¥FER(FT)
abundance FE,ZE MEEE
abundant FEMN, HEEN
abundant mRNA & FE mRNA
abzyme HUiEEE, fLhilk
acacia [THI{AR L, & & WK
acalc(a)emia R4S MIAE
acalcerosis BRESEE
acanthocytosis B4R (¥ L)
fE, o g IR | H MLIE
acanthossmal stage B 3 {< 34
acapnia MEHMLRZT, I 8
(25
acapsular
Wi
acardia .U (ETE)
acardiacus Jo.UEEHG
acardius acephalus
i
acardius acormus
i
acardius anceps JGiR T Jo LB
acarpous &R L
acaryallagic JHZ LMY
acaryote JLAZ4AME
acaryotic(anucleated) JLH ()
acatalasemia ot (L SRR MLAE,
Bt AL SRS L
acatalasia Fod HALHEE, TR
e N1 2
accelerant {23, HnsE
accelerating factor I HE-F
acceleration &
accelerator Hni 7, husk 2%
accelerator globulin (AcG) (ac-

T i

FoIERRE, TR, K
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celerin; factor Va;factor VI
EREIMBRE (. N B By 1
Va; #IMLHE ¥V

accelerin (accelerator globulin;
factor Va; factor VI) {Z#&km
FREC ;MK BN T va; 8
mwAEFV -

acceptable growth rate W 3%
HEREE

accepted names 34

accepted point mutation AT 5

R
accepting arm  (tRNA f#1)ENE
acceptor (38) 34k (B) 23
3’-acceptor combining site 3'%
EgamE
acceptor gene AFAREH
acceptor protein ZHEEH
acceptor site BRI H, R4
B, ZE A

acceptor splicing site ByiEAZ{k,
Y Z K, PRk
acceptor stem (tRNA fJ)#EME

acceptor tRNA 3k tRNA
accessibility S¥EiEYE, W RAE
accessible T R

accessible promoter W XE#HT
accessible surface W] R XM
accessory M {F ;HBIY
accessory cell fHBh4lAR

accessory chromosome &l #: f3
e, By tk
accessory cleavage HI(50)%

accessory cleavage furrow |
(B W
accessory DNA
DNA
accessory factor HiMETF
accessory gene Pt inE: i
accessory genital organs

HABE
accessory molecule $iBi4r¥

H DNA, it F

Fit R £

accessory multiplication B %%
(fERD

accessory nucleolus
accessory nucleus 4%, B4
accessory plate B4R, BliRiE#
accessory pollination #EBI %,
BB
accessory protein FiEIEH ()
accessory seminal vesicle &Iy
.
accessory sex organ EitE2FE
accessory species KEFM
accessory sperm B} F
accessory spore HIF
accidental change {8803
accidental drift (B
accidental error {BRiRE
accidental evolution ML ¥k ik
accidental gene loss JEH R H
%
accidental inclusion
& M EASE
accidental involution {H#XB{k
accidental sport K& FE, BR
FA
accidental union &, BAREH
accidental variation BRER

accidention evolution ¥l 3hiEi#
14

acciospore BT
acclimation 3ifk
acclimatization FXEER, Y4k
accommodation B, EN
accompanying species ¥4 %
accretion ShEEK, BMER

accumulated action (EHEE)R
BYEM

accumulated genetic variance
BRI IEITE

accumulating BZ, EHR

accumulation level ZEFAKY
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accuracy HEHE
acellular JC4UMEHY, SEHAM

acentric(akinetic) X HELHY
acentric chromosome ¥ 4%
Bufa, ik

acentric-dicentric translocation
T - E LGN

acentric fragment(akinetic frag-
ment) FTHELBIBTH

acentric inversion G E 28 H {1

acentric ring ¥ #%3F

acephalus Tk ESjif

acessory genetic element F{R &
3%

acetal HM

acetal phosphatide #EREBE)E
acetal resin ZERER IR
acetaldehyde Z.®

acetamidase . BtfEE
acetamide Z.Bth%
2-a;etamidofluorene 2-ZBEEE

acetamidoglucal

2B E B

acetarsone Z. Bt

acetate HREMiEL, Z ¥, Z#ik

acetate-activating enzyme
WIENE

acetazolamide Z BEmk (B8) i

Z®B

acetazolamide-responsive  Z Bt
W () B I RY A

acetic acid(AcOH, HAc) Z®,
142

acetic acid bacteria Z BZH, W
L]

acetic anhydride Z B

acetification Z.®LYEM, BRILAE
i

acetin ZME HEk

aceto-orcein ZEUHIAKLL, REMRHL
Ka

acetoacetate
£ EREAR

acetoacetate decarboxylase Z
Bt Z BRI R B

acetoacetate thiokinase
[Tk 4

acetoacetic acid ZBtZ 8

acetoacetic ester ZBEZB(Z)
[

acetoacetyl-CoA ZEBEZBLHiES A

B, LB LB

ZBEZ

acetoacetyl-CoA deacylase Z B
Z.BEAHED A IBEES

acetoacetyl-CoA thiolase Z Et
Z BN A TR

acetocarmine FERYEVELL

acetogen MW
acetogenic bacteria FZMHE

acetohydroxy acid synthase <&
Bt M & LR

acetoin 3-BETHE

acetokinase Z.EgHEE

acetolysis ZBifR(1EA)

acetomorphine = Z BiSrE, % 3%
H

aceton(a)emia PEIM(EE)

acetone AEH

acetone body (ketone body) #
123

acetone powder FRHIY [7E
-30C T EE RN ES R
%]

acetonuria PR RAE

acetophenetidin  IEFRFAIT

acetyl ZBEi(#)

acetyl a-glucosaminidase defi-
ciency Z.Bt-o EEW MR
ZIE

acetyl-AMP  Z.B AMP

acetyl-CoA ZBtHifs A

acetyl-CoA carboxylase
K5 A BRILRS

acetyl-CoA carboxylase deficien-

Z Bt



ace

cy ZBER A BAILREERZ A
acetyl-CoA transacetylase Z it

il A B
acetyl-coenzyme A Z.Ei%iE A
acetyl hydrazine Z BtHH i
acetyl thiokinase Z BAiHiiiE:

acetyl transferase Z Bt{LE§, 2
BB HE
acetylaminofluorene 2 Bi & &

WHE, LBEEY
2-acetylaminofluorene
4
acetylase

i3
acetylation Z Btk (fEH)
acetylcholine (Ach) ZBEES
acetylcholine receptor( AchR)
Z BB &
acetylcholinesterase (AchE) 2
A ER Y
acetylene reduction test Z &
FRR (R EEVMEHEREN]
acetylglucosamine N-Z Bt & &
HRE, N- 2Bt Wl
acetylglutamate synthetase Z
B e /M-S R
Achard-Thiers syndrome
ZE-BRFEEIE
acheilia FTBEFIE
acheilous X/EBH
acheilus FTBEK
acheiria TFWHE
acheiropodia 7 F REFE
acheirus JFEEHG
achiasmate J53 X ()
achiasmatic meiosis &3 X%
533
achievement age BB SEE
achievement quotient &
achlamydeous JiEHY
achlorhydria B#EHZ
achloroblepsia ®&H

2-ZBEE
ZEBALE, 2B EHB

8¢

achloropsia #%&H
acholeplasma phage L2
JREE L2 DR i
acholeplasma phage MV-L51
JolE i R A & MV-L51
achondrogenesis HKEFREK A2,
ToER & IE
achondrogenesis II syndrome
REAEFANHEGEE, Skt
HRiF SR IE
achondroplasia(achondropla-
sty) HKERXEALE, RTIE
achroacyte HE4IM
achroacytosis HE 4N L
achroglobin JT&EIREH
achromasia 265, AR
achromasie %P H@ R HEH
achromate GHEH
achromatic JEFERK

TG RE

achromatic apparatus 3E 3%
2%

achromatic fiber Fefufa %

achromatic figure 3E 3§ f F{&R
(YisRik)

achromatic lesion FEREBHE
o, R R

achromatic objective H&EY
®

achromatic spindle JEH 5 R %
ik

achromatin JE &R
achromatiophilia RGN
achromatism 2%
achromatocyte Jo&4L41RE
achromatophilia ARZHHREN
achromatopia 2£6H
achromatoplasm IE ¥ JRE K
achromatopsia £fH
achromatosis %K, 6
achromia G EHZ, K
achromopeptidase Jof k¥
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achromophilous AHPEH ()Y

achromosomal JERE &Y acid-producing bacteria
achrooamyloid FGiEM#EH | acid seromucoid MFAREGD:
achylia BWHZE RIERER

acid-base balance MR T4 aci.daminuria HEMR
acid-base catalysis BH fiEik acidemia il

acid-base catalyzed reaction ¥

B KR
acid-base equilibrium W T
acid-base indicator BRI R
acid-base metabolism BEBACH
acid-base titration MBHE
acid-base transition MR
acid EI}églucosidase Mtk p MR

#

acid catalysis BHE{L
acid domain ERTEGEHIR
acid-fast MR AN KRN

acid-fast organism # (iF) B4
]

acid-fast stain $i (W) B %6
acid-fast staining M PPk
acid fibroblast growth factor

(AFGF) MR FEMMAE K
AT

acid fuchsin BMERL, MERL
acid glycoprotein FtEMEEH

acid hydrolyzed casein & 7K ##%
BEO

acid lipase deficiency BtENg RS
X0

acid medium FERYEIEFHE
acid mucopolysaccharide ¥ %
e
BYEB R (ER)

acid phosphatase
-

acid phosphatase deficiency &
TEBERERG B Z 5F

acid phosphorylase M ¥:B$# ik
[

acid plant FEH (#)HY, WK

acidic MM

acidic a-helix domain EitE o 58
BEX

acidic amino acid MHEEER

acidic domain BMH:EHE

acidic dye ERt:geH

acidic protein E¥EE A [FH B
EHEEH)

acidic transactivator

WEED

acidic transcription activator
BHuHEZHEERD

acidimetry BB T

acidity BE

acidolysis BE&f®

acidophil(e) FERRM, ERAKR

BHERA

‘acidophilia B TE

acidophilic bacteria VEHMH

acidophilic normoblast P&
ERRL AN, B LA

acidosis M

aclacinomycin FIRRR B X

aclarubicin hydrochloride
PR E R

acomitase JiT 3 LMERE

®h#M

aconidial JTTHRTHE
aconitate () % 3k8; () &%

Bk
aconitic acid (JB) &k
aconitine 53k
acotyledon JFT M4
acoustic neuroma W &E
acquired J54EIKBH
acquired behaviour
acquired character

J|fTH
EBRER
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acquired disease J5§RIEERK
acquired host susceptibility 7k
BT £ 5 B H
acquired immunity
R ERREHE
acquired immunodeficiency syn-
drome (AIDS) #4534 GEH
IR, LR
acquired resistance FRIGHFHIE
acquired secretory immunity
RS R
acquired tolerance
"
acquired variation RBUHER
acquisitus K88, FRH
acrasin MEX KEX
acrasinase ®EHEN
acrglonitrile iR
acridine F(BE
acx%fline alkaloid MY BE(F) L4
acridine dye 5YBE(2) Hkt
acridine mutagenesis FY B2i%3E
acridine orange (AQ) YR
acridine yellow oY 123
acridone "/ RERA
acriflavin 0y B2 ¥
acriflavin hydrochloride
oy BE B
acriflavine OYBER (K)
acrinia AFEZ
acritochromacy &H
acro-  TH; O, Ttk
acroblast( acrosomic granule)
R &
acrobrachy it % (E)

REER

RBEWR

#H™®

acrocentric (E)iEREF LR (1)

acrocentric chromosome it ¥
CE#een) otk (i)

acrocephalia &k

acrocephalopolysyndactyly &

ég*}?#%‘éﬁﬁﬁ. Rk ZHEH A

acrocephalosyndactyle ¥ 4 %
HHESGENE

acrocephalosyndactylism 4 3k
FH 16 (HE)
acrocephalosyndactyly % 3k ¥

HHE, KL GRDE
acrocephalosyndactyly syndrome

RLFHR(BERIE
acx;;dermatitis (GRAGHE) ik

acrodynia BRI
acrodysosotosis B ERKEFRL
acrogamy 033
acrogynous TR #ESRH
acrokeratosis  Biu AL IE
acrokeratosis verruciformis 3%
R %6 A AL e
acrolein FHRE
acrolein polymer WHEBXREREG
acrolein resin FHHBK AR

acromacria I (Rt), WK
BEE (RE) '

acromegaly RIS KA
acromelalgia ZLBIREIE
acromelanism R B
acromelic syndrome BRI EIE
acromesomeic dwarfism syn-
drome (EHPERMEEE

acromycin( tetracycline) /3
#

acronycine LI 8%

acroosteolysis JHi B RS RIAE

acropachyderma B3R FIE
acrophytia & WAAYBE
acrosin THAEA, TR
acrosomal protease TiAERE
acrosomal vesicle protein Tk

MRER
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acrosome TR{Ak, &k, ZExi{k, ¥ | actinomycin fFHIGIE, MEREE
BTN | actinomycin D HEHED
acrosome reaction(acrosomal re- | actinophage £ E"E &
action) TIKRF actinospectacin( spectinomycin)
acrosomic granule [FIR& R WE AUBE.TBE
acrosphenosyndactylia 2% 3k 3 | action {ER ;IZEA
& (L) (B558) activated carbon iE¥ERK

acrospire 1AM, FEF activated form(active form)
acrospore TR F[HH]

HACRE, BWREEE
acrylate TIMEREE.IE \ activated sludge EHEE
acrylic acid P8 activated support &1L Frik
acrylic polymer PifRBR(HE)H® | activated water H{LK

&Y activating enzyme {5{LEE, W&
acrylic resin B8 (BZOR IR RSB E BRI (RNA & UEE )
ACTH deficiency ACTH it Z | activating gene H{LEH

fiE, 2 B L BR B R () R BRZAE activating group E{LEH
ACTH-endorphin precursor {2 | activating protein #E/LEH

R LI BB K - v B activating transcription factor
actidione Y &EH, MAHE (ATF) ®ZMERT
actin MZhEA activation #i%, &, HoEEH
actin filament WiZhEE L activation analysis &4L4r#7,
actin microfilament Al 31E 5% R kil

3 activation center F{LH L, MiE
actin-myosin complex Hl3hEH Rl

MR EEE A& activation energy &fLEE
actinic  (8))64L ()W activator ELH, #iEH
actinic keratitis ik fER activator-dissociation system
actinin HMAMEAB(T A W | (Ac-Ds system) WiFMHEE
b, p-FEULEE GBI NE RS ) %,AcDs AR EXRWTTSBE
actinlysin MAHB X BT R

actinogenesis $&AE activator protein (AP) ¥iEE
actinology Jtib%#, 8T 4% | BT

s

acrosyndesis MELIS: MIWI | activated macrophage &AL E M
acrotrophic ik () #y, REF | Wk

# I activated protein C inhibitor
acrylaldehyde P#ES \ FEEA CHRY
acrylamide PisBER | activated protein C inhibitor
acrylamide gel electrophoresis |  congenital deficiency ELE

T T e S o 9 | A CinHERRZIE
acrylamide polymer F#HBER ! activated proto-oncogene iR

& l

’
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activator RNA MEREER, ¥
1% RNA

active {E¥ER, E3hH

active absorption FEZIRUK

active acetate HF¥:Z Mk

active anaphylaxis HII® K
R

active appearance & H&H

active biomass EEYR

active bud &z

active carbon & Tk

active center E¥EFL, EAPL

active chromatin EF¥Efaf

active complex EHHE &

active depression EZHEM, $
FER

active dose {E¥EFH &

active dry yeast {&VETES
active form BN

active hydrogen ES

active hydrogen compounds &
HELEw

active immunity FE3hHERE

active immunization H 3h &% %

%, B REERUER)
active ingredient HXURS, EH

.53
active insect EFRIRM
active ion transport & X 3hiZ
active oxygen {EHE
active partner &bk, T/
Bk
active peptide EHERK
active resistance H A
active site JEYEFRAL

active transfer E{EE;EE
%

active transport
bt )

active uptake E 3R

EBHBEE, EHE

‘actived water EiLK

activin(Act) ¥EE, HEi#EL(E
AL ELE(HBEESRAHRE
ALFIBEEL A I YER R ]
activity &4, HE
activity-range EYEEH
actomyosin WLZEH

actophorin B ER[—FL
PEALEEED]

actual breeding experiment 3t
RERER

actual distance XELIEH

actuzg]l gene flow LFREER
(=) !

actual growth curve ALK

gk, BEAEK ML
actual interaction HEIHEEIEH
actual number FFREL
actual parental genetypic mean
values HEELEFRERBTHE
actual population HIBHA(TE)
actual response H LRI

actual selected unit FFREFH
{32

actual value function FLFR{EK
¥

acute 2EM

acute alcohol intolerance
B AW 2

acute erythroleukemia (AEL)
AL A MK

acute gene migration FEH SR
T%

acute hemolytic anemia 2%
I A

acute hepatic porphyria S#AF
bR AE

acute infection ZYEtF 5y, B4R
2]

acute intermittent porphyria
B IR SRV N

acute irradiation

B



