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1.2. 1.1 GenBank

BioSino B , th b [E 7B b A Rl i

GenBank T 1979 4 Mt 52,1982 4FH A, oy 36 [F W FAEM BOARE B bo
(NCB1) ¥4 2 4k #1195 B ( http . //www. ncbi. nlm. nih. gov/genbank ) , &l 1-2 & Gen-
Bank 00, GenBank 13 1 A C R R 75 A (1 BT 51, LA RS S AT 6 1
SCHREVERAEY) % 3 8. GenBank A9 3 B2 5048 Sk U5 0 . h P 91 & B & 32 (19 ¢ %1
PR w0 2 38 B9 K R IR AR 2 (expressed sequence tag, EST) J5* 471 F1 H: th iil] ¥
Bt A B DG PR 2 40 KA 1 F i) s & 36 & R AR R 4RI B R R/ L R
19 17 51 B4l

GenBank |Nucieotide  ~ ! i h h S . ]

GenBank ~ Submit v Gonomes v WGS v HIGs v EST/GSS v Matagenomes ~ TPA » TSA » INSDC « '

GenBank Overview

GenBank Resources
What Is GenBank? GenBank Home
GenBank @ is the NIH genetic sequence database, an annotated collection of all publicly available DNA sequences (Nucje Ackds i T

:47). GenBank is part of the intemational Nucleatids Seavence Database Collaboration , which comprises — supmission Taols
the DNA DatsBank of Japan (DDBU), the Eurapean Molecular Biology Laboratory (EMBL), and GenBank at NCBI. These three organizations
sxchange data on @ daly basis gearch Genfank
Undats GenBank Recards
The complete (elease notes for the current version of GenBank are available on the NCBI ftp site. A new relesse is made avery two months. !
GenBank growth siatstics for both the traditionsl GenBank divisions and the WGS division are available from esch release.

An example of a GenBank (2eord may be viewed for a Seccharomyces cereviaise gene

Access to GenBank
Thare are several ways 1o search and retrieve data from GenBank

. s«mhﬁmamklm sequence identifiers and annotations with Entrez Nucleotids , which is divided into three divisions
(the main dUEST Tags), and dhGSS (Genome Survey Sequences).
. Snmh and slign GenBank sequences to & query saquence using BLAST (Basic Local Alignment Search Tool). BLAST searches
CoreNucleotide, dbEST, and dbGSS independently, ses BLAST info for more inf sbout the BLAST
» Saarch, link, and download sequences programatically using NCE! e-utilities

GenBank Data Usage

The Ocnsm dutabase is designed to provide and encourage access within the scientific community to the most up to date and

sequence Therefore, NCBI places no restrictions on the use or distribution of the GenBank data However,
some submitters may claim patent, copyright, or other intellectual property rights in all or a portion of the data they have submitted. NCBI is
not in & position to assess the validity of such l:|lImQ and therefore cannot provide comment or unrestricted permission concerning the
use, copying, or of the in GenBank.

Contidentiality
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GenBank F i) 8545 SO | iz AT {51 45 o0 gt 7 9 2 300 AR T B2 60 20 2B 00 O - A TR 26
(BCT) JREEFE(VRLA) (R (PRI) Witk 2 (ROD) , LLEGHT S i EST $odl |2k R 4
A v i i L R 41 (high-throughput genomic, HTG ) A5 £ i ( environment sample ,
ENV) 4 16 2.

W A AT LA A O AR 3R 69 8 P 51 222 45 NCBIL i) GenBank K 1% .
BankIt J& NCBI $2 fit iy — 4~ 7£ £k 42 5 )7 5 9 T B (http://www. ncbi. nlm. nih. gov/
Banklt) , tH— ZR R AR, (UL . P PSP 91 e , 2 AL R IR B 20



1 AptEEKRE 7-

IR BN % H  GenBank BUHTF 5145, LA R SEQTE B 5 B9 52 88 09 B iC % . Banklt T H
6 TS T TAESE 3 D9, R nlE RA — SR D LR sk ils B4R ZE I, 1
IZEFE Banklt, Banklt ANl A K ¥ 8 03228, AN IS A $E MR K 741, EST 3 51 1
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LA 1-3, A1 AT AN NCBI Y FTP iR 55 % ROD  rodent sequences
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8RB R EE . NCBI iR FEfIt VRT  other vertebrate sequences
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SRR 55, Fral LA NCBI 9 3 51 4R PLN  plant,fungal and algal sequences
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