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R R Ae . KB LR E 2
R B 45

acentric-dicentric translocation x
AR -E R 8 , K 2 R-XE
YR G T K- R ]
HUR-WELRBNL, B LR-NE
YRR B

acentric fragment
HUR B

acentric inversion

B 4 1 B << 5 R

T A LR

T A 22k {8 7 . T

4 S

acentric ring EH Z R . L HZ A
73

aceperone iR M , R T b <<l B 4"
iy >

acephalus 7k I iy

acephehazine A #1 4, 2 Bids )y i
<Hi¥i 25 > %6 : acetophenazine

acepiphylline = acefylline piperazine
RReT o 2R £ B 4T )5 i <D R %
%>

acepromazine  Z. ¥ I} 5 << 4 ¥ 4 45
%>

aceprometazine fift % (N, Z Bt N
<7046 #0102 >

acequinoline [ Pty s ik , Z, i 148 I << 10
9 K25 >

Acerine[ @1 JE 2 i Ak, 4 i & << il F
325> % [a] : nicergoline

Acerola-C[ ] 4H: % C il # <44
wEH>

ACES = advanced chemiluminescence
enhancement system  S¢ififb ¥ &
B ARG BRI R,
{2 fb 2 2 i Ak 4 B

acesulfame 2 i & iZ , W & 1 VE
<< >

acetal i 400

acetalation 471k ({EJi)

acetaldehydase 7 B, 2 B S (LA

acetaldehyde dehydrogenase 7, #
6 2 L A LA

acetaldehyde reductase 2 @ if /it
il . BB SR

acetal phosphatide 45/ i /i

acetal resin 4@ g
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acetamidase

acetamidase

Z T Yz

acetamide A5 Bt k. 2 BE ik W R
<fRBEH>

acetamido eugenol
ezl >

acetamidoglucal

Ba R T & B <<BE

B
Z TR
acetaminophen X} Z Bt & 4 M . +h 44
B <J# U 25 > % [ : paracetamol
acetaminosalol & ¥ . 2 6t 19 &
B 2 < fift $A U 25 >

acetanilide 7, Ji << fi #4245 >

2. BT MM o T G % e << D

acetamidomethyl( Aam)

acetarsol
hZ>

acetate buffer

acetate-CoA ligase
[

acetate-malonate pathway ( AA-MA)
LE-H_ Rk

LG E i
LR A E

acetate-replacing factor it % & # [
?.
acetate thiokinase 7 i #fi i i}

acetazolamide 7. At M i , iy m Gk 1%
<<F IR 2 , Bk % F il 40 i 25 >

acetergamine AFiE Ak, LB —H&
<Al =25 >

acetiamine  Z Ft 0 k. — 2 BE G %
<HHEEEH>

acetic acid bacterium 7 f% & . AL AR E

acetic anhydride(AC20) Z [ fif

Z Ve B LE R

acetin ik, 2 8 H g, = Z B b
A Hm e Z A< H MM h
24> % [d] : monacetin

BB Y EE<MFmig2s >
2.2 #

acetification

acetiromate
acetoacetate

acetoacetate decarboxylase 7 fift 2
AR I 72

acetoacetate thiokinase 7, fif Z. i i
A

acetoacetyl-CoA deacylase 7 fit 2
AR A B EEAE

acetoacetyl-CoA thiolase 7 fif Z it

CoA i fif Bl , — Bk L BESHAE A B A
acetobacter[ ] ff AR HF & /& . Al R 4T
i)
acetobacter liquefaciens[ 7] ¥ {L At
H®

acetogen =7 E

acetogenesis /. k. LBE . 2
R RN i

acetogenic bacterium 7 # . 2
iidd ]

acetogenin 7,7 % {4 . B i

acetohexamide & i C R . X 2 @ &
i P B 2 IO << o fn 45 25 >

acetohydroxamic acid & Bk, 2
5 41 5 19 << PR 3% i 30 ) 24 >

acetohydroxy acid isomeroreductase
2, B 8 A M I S )

acetokinase 7 F A . B AR A

acetolactate decarboxylase 7 fif 7L
AR 158 2 i

acetolactate synthase (ALS) Z it %l
i gey.

acetolase i ik 4 i i . il 6 Al 2 AR

Al
acetomenadione  fifi i ' 25 & AR < |-
[fil 25 = % [4] ; acetomenaphthone/mena
diol diacetate
acetomenaphthone  #f Az [l 2% 5 @

< |k Ifit 2§ = 3% [f] : menadiol diacetate
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acetomenadone
acetomeroctol i % 74 43 & << i # Bl
1§ 25>
acetone body i {&
acetone-butanol fermentation
TEER B
acetone-insoluble antigen
P IE
acetonemia

1 -

A B AN

PR ) L € 42 )

acetone powder [} i il #;

acetone raffinate 5 4 44 . 79 Wil ok
T 7R A%

acetonitrile(ACN)

acetonumerator

L AL H e

RV R € 2%

A i PR CHE D
Hi A LT

acetophenazine [l % /9. L BEAT JY
T <HUKG MK 24 > % [a] : acephenazine

acetophenetidin AR 74 T << fif P4
25> 3 [A] : phenacetin

LA R L

Fe B R R <P AR 2 >
% [f] ; levofacetoperane

acetorphan i §& 2% ; it MlF e << i
O 8B 410 ) 245 >

acetorphine  Ji4THE. £ ik %0 % F s af
< HR >

acetosulfone sodium  f# i % i &4
<HAME AP PURR R > x [
sulfa diasulfone sodium

ST A3, 5T

acetonuria
aceto-orcein

acetophenone
acetopherane

acetosyringone
HHA-B TR

acetriptine 2 i {5 ik <L &5 Ifn JE 24 >

acetrizoic acid il fil & fR << i2 W7 A
%>

aceturic acid i {1 &%

acetyl aminoglucosidase Ac 7 fit &
FHEBETT R Ac
acetylaminoglucosidase inhibitor 2,

Pt 2 A 900 4

acetylase ;i Z BEEEAG, C BEEFE B
fiff » 2. L TR Bt

acetylastragaloside 7t # (£ 1F

acetylation Z @ik

acetylatractylodinol 2 /i 4 A& — .
A EE

acetyl cellulose  Z it 47 4 % , i Bt &7
i S

acetyl choline(Ach) 7.t fiH i

acetylcholine agonist  Z it iH # 45 T
7

acetylcholine chloride 4 2 Bk il i .

ST NELRR, <47 1L 96 i il 245 >

acetylcholine esterase ( AchE)
JIEL ek P il

acetylcholine esterase reactivation
£t NEL 9 T 0 A CFE DD 2 LB
e it 42 0 Ak CFE D 5 < Tk i e G 6 52
EHD

acetylcholine receptor ( AchR)
ERT RS

acetylcholine receptor antibody Z
5t AL 32 A i 1A

acetylcholine receptor inducing active
(ARIA) Z T [ 5 52 42375 5 06 4 (R ED

acetylcholinesterase 2. it fll i Fig ifi

Z Tt A g

Z 1

Z T

acetyl choline transferase
¥ ¥ Ty

acetyl CoA Z Wikl A

acetyl-CoA acetyltransferase Z ik
HiEE A CBEREFE R, OBk & BEHE RS
A T i

Aa
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acetyl CoA carboxylase

acetyl CoA carboxylase 7, B 4 i %2
L

acetyl-CoA transacetylase 7. it 4fl &
A e 7 B R

acetyl coenzyme A Z EiHif A

acetyl coenzyme A carboxylase(ACC)
ZEEHRE A RILEE

acetylcysteine 7 it it & /. % 5
F S HR<FREWRY ML >

acetyldigitoxin {1 #h % & 1F. 2 it
PR <R >

acetyldigoxin i b B 5 <0 25 >

acetyldihydrocodeine  # & o] f§ [#
<HUEH>

acetyl-DL-amino acid 7 fif DL J&
13

acetylene reduction test 7, Htif i i
®

acetyleugenol 7, ft T 7y

acetylfuratrizine i nk = g < 47 & 3
%>
acetylgalactosamine-4-sulfatase defi-
ciency  Z B 7L B I -4- B R AR I G
ZAE
acetylglucosaminidase
P B
acetylglucosaminylphospho-
transferase 7, k% 5L % b SL 9% AR 4%
T G, 2 T 40 0 I 0 R A R
acetylglutamate synthetase 7 @t %4
ARG L
acetylhamaudol

2. B B

LB ZF W

acetylhexosaminidase 7. ff 25t O b¥
i

acetyl hydrolase 7. /i /k fift il

acetylization Z FE{b4E

acetylleucine
%>

acetylmethadol A E 4, ZBEE W
i< $19% 24 > % |a] : acemethadone

LEBEREM <P EE

acetylmethionine 7 i & & # < & %
B>

acetylneuraminate lyase Z @4 &
ik 2 1% Bl

acetylneuraminic acid (NANA) N-Z,
Bk pf 25 2 R

acetylornithine cycle 7 ff 1% % & &
7

acetylphosphatase 7, Bt it i

acetylpiperacetamide 7 it #i#l< 2

fie - i 25 >
acetylsalicylate 2 Bt /K # % . Z Bt K
BRREL L BK MRS . 2 Bk B R
acetylsalicylic acid(ASA) [ &] UC # .
LERK R <fABHY > %[\ as
pirin
acetylserine Z 4 @M

acetylserotonin Z B 5-# A lft. Z B

Rt

acetylshikonin Z @45 £.Z 84 &
<4 91 245 >

acetylspiramycin 7 B2 iEE £ <4
HEEKH >

acetylstrophahthidin & & £ e ik T
WO >

acetylsulfafurazole & @ ik 5 1% i
< T A 2>

acetylsulfalene A% fifi i Ak << 6 Jf 25
%>

acetylsulfametholazye i il §7 nE
<25 >

acetylsulfametopyrazine R fifi i i
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<Jgk e 2525 > % [] ; acetylsulfalene
acetylsulfisomezole  ff fi [ 7 1% o4
< T i 248 25 > % [A) : acetlsulfylametho-
lazde
acetylsulfisomezole  fiff i i 5 1% W
< e 225 > 3% [A) ; acetylsulfamethox-

azole

acetylthio choline (ATCn) #i{t Z B
i 8

acetyl thiokinase  Z. Bt i

acetyl transacylase 7. i i% fit 5k il

acetyltransferase  Z Bt 5 # i, Z B
A

acevaltrate  # /¥ i B . 98 ok &% 2 &5
<MEIRBEHRH >

acexamic acid FZECH.LBECH
<HRH>

AICF = APOBEC1 complementation
factor #HAEHE 1 B, RNA % 4 fif
HEALRK 1 FMAE T

ACF = ATP-utilizing chromatin assem-

bly and remodeling factor i ¥
ATP R EREREMEERE T,
ATP R AWM ERHAR SEHMET

Ach= acetyicholine 7 f il i

achaete-scute complex K| £-/§
HAak

A chain A &

A channel A @i, A &%, A&, A
iz

achatin &} 4 Jik

AchE = acetycholine esterase 7, f
T1EL 96k

AchEl = acetylcholine esterase inhibi-

tor 7. AR A6k s 400 7
achene &

achiasmatic meiosis & L 5 4

EFHM

achiral reagent | F ik 5]

achiralty JFF#:m

achlorhydria § #Et =, B B4

acholeplasma 7 fiH §§§ [ {4

HE ik =, 6 HE - 5E

achondroplasia HELXE AL

BHE

AchR = acetylicholine receptor 7 it
JiEL 3, 32 {4

achreoscythemia Il £ % [ fik =

EEKkEH

% 4733

achromatic T o &Y. A M. 1 A=
WA 5 g a0 AE S R 1Y

achromatic color L # o,

achromatic figure JE¥{a/fi%

achromatic lens i fa 22 &5

e 5 R

. 8,41 41 fifg

26BH

e g o i

achromocyte 7 {2 4T 41 il

achromophil REE Y, Rk

A chromosome A #tf4 {k

achromoviromycin a5 # %

ACHT = artificial cytomixis hybridiza-
tion technique A T 41 i il & 2= 42
BAR HREA ANTHEHAR

achyliagastrica i ] & #E=

aci-[A%] MK

aciclovir(ACV) B # &%, £ 5 4f
< YR aE2h > % [A) :acyclovir

aci-compound M {LEY

aciculin £ EEA EREA

achiral

acholia

achoricine

achroglobin
achroia

achromatin
achromatocyte
achromatopsia
achromin
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acidaffin

acidaffin FRME.E MY

MOEH . BREEH

acidaminuria % 5L R

acid anhydride  # ff

acid-base catalysis inhibitor
e A9 il 79

acid-base catalysis % i {# &

acid-base catalyzed reaction
= Bt

acid-base equilibrium(balance)
V-

acid-base indicator & 45 7 il

acid-base metabolism /% # {t i

acid-base titration % i % i

acid-base transition i % i

acid buret(te) MEEE

acid catalysis # # 1k (1E D)

acid- CoA ligase /{4l A i% 2R

acid degradation %[ f#

acidemia  # Ifil 4if

acid-fast i @2 1)

acid-fast bacterium i # 4l (&

acid fast organism 4 % 40 i . it A% 40
I i R A Y ()

acid-fast staining
21 T e £ 3k

acid fibroblast growth factor ( aFGF)
P P AT 4 4 M A K

acid glycoprotein il ¥ ¥ 4 (1

acid hematin Bk £ kM 21

i K ik B 2

acidalbumin

i e

R W

A2

PLRR B (3, i

acid hydrolyzed casein
&

acidic activation domain
B, R U 08

acidic activation module( AAM) % 4
WIS AR TR AR R AR R TR (R

B 1 TS

%
acidic amino acid 4 & Kt
acidic cluster sorting protein
SHEEA
acidic domain 2 s . @0 1 45 H R
acidic dye % {4 44
acidic fibroblast growth factor (aFGF)
P P S A4 4 A PR
acidic glycosphingolipid & 4§ k¥ 5
acidic isoferritin( AIF) & S8 &E M
acidic phospholipid A& #: B fig

e 1

acidic proteinase 4 & [

acidic protein rich in leucine & &4
HAMMBHEEA

acidic transactivator & 4 iz &% 7%
|, R

acidic transcription activator {44

SRUME R MRS SRS Y R
SO A T
acidic-type accelerator
A P A R
acidification % {k (/E i)
acidifying  #& 1k (fEHD . B IK
acidimetric analysis & # i & 4+ #
()

o P 02 2t 5
acidic xylan

acid lipase deficiency (ALD) & # Ji5
Al Bk s« R P G A Bk =
acid maltase deficiency (AMD) & {4

2 BF Wi B L R Y 2 2 R A ok = A
acid maltase deficiency disease /@
P % 25 bl A ik = 9%
acid medium {4 15 97 0k
acid mucopolysaccharide
W

acidocin

MHEFZ

R

acidolin I EH E
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acidolysis ik f#
acidometry 2 i

acidophil /&M 4 il ; v& RRMEAE ) 5
i8]

acidophile 5 P, i R 1« PR R 1 E
W R

acidophil granule % &% (41 iE) FikL,
TR (40 ) R F

acidophilia FEFER

acidophilic bacterium g i

acidophilic erythroblast i & t4 i 40
40 ffd

acidophilic necrosis 5 & 4 3K 5E

acidophilic normoblast % fif ¥ i 4

1 441 J0 . R M OE e T 4T 4 i
acidophilin "5 i %
acidophilous milk &}
acidophobe R 1 ; IR 8 1t 4= 4
acidoproteolytic =& & 11 & /K i i1
acidoresistance i i 1
R

R A, BR /M A
acid phenol extraction

QF) RE R I
acid phosphatase-positive multivesic-

ular bodies ¥ 1 B % il B 1 2 o0 4R

sV TR T R R TR R PR 5 IR A
acid phosphomonoesterase i 1 @

R LR
acid plant PR A
acid-producing bacteria
it R £
2 M 1 Al

acidosis
acidosome

B i 5

FERR T
acid-proof
acid protease

acid-secreting cell
acid shock protein

acid rain
A R 41
ik & A=

acid-soluble spore %t #1 +
PR PV

R PR AE

Bt AL AE

AT Stk R < o I i 25 >
acinar cell i 1 4 ifg
acinar gland %R R
acinic cell carcinoma

acid solvent
aciduria
acidylation
acifran

% 160 40 0 S
acinitrazol i i 5 M , i i R g <41
i d1 25 > 3% [A] : aminitrozole
it i
B 7 5L W 4 R R << P

acinus

acipimox
IfiL A5 25 >

acitazanolast [ $L 7l $F<<Hiaf i 25>
o 5 T << P 1L il 2 >

BT4E A<<HiH w2 >

] 75 4k = L 4% B fie 6 0N <4t

acitemate
acitretin
acivicin
i 245 >
aclacinomycin
K>
aclantate
2>

aclarubicin

I BE<AER
BT 5 =% i . S E R R <<TH AR

BT b B <HiA B>

aclatonium napadisilale 5 _fii [ 2
FLAE fre << 401 A0 e 25 >

AcMNPV = Autographa californica mul-
tiple nuclear polyhedrosis virus
HERORR LA L RIERE. 57
RSO ik 2 UKL (AR 3 L AR R £
AL

ACN = acetonitrile

AR K

acne bacillus vaccine 55 AT & & 1

acne cream I TR U TLH IR

acne excoriee des jeunes fillas[ 3% ]

DA N TR

N » AL T e
acne
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