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3C, chromatin conformation capture, Jiff iR IR

ac, H-bond acceptor or acetyl, EEEZ R 2 BEx:

acetyl-CoA, acetyl-coenzyme A, ZBi%iMg A

ACF, ATP-utilizing component of the Drosophila embryo extract nucleosome assembly
system, SRIBAIEHGIRBYIB/AIME4E RGN ATP R4S

ACH, active chromatin hubs, % ES.0

AdMLP, adenovirus major late promoter, [#KHE EEMIHE 3T

ADP, adenosine diphosphate, —BSERIRFH

AR, androgen receptor, B EZIK

ARID, AT-rich interaction domain, & AT WHELHIR

ATF-2, activating transcription factor 2, ¥iE#FHETF 2

ATP, adenosine triphosphate, =BG

BAC, bacterial artificial chromosome, #p A T Jufa {4k
BAF, brahma-related gene 1 associated factor, XX EHE 1 E5HF
Bbd, Barr body-deficient, EE{&H%E

BDF1, bromodomain factor 1, {RIEH T 1

B-gal, p-galactosidase, B-}F ¥EH K

bHLH, basic helix-loop-helix, W18 IE-3F- 18 5E
BRD2, bromodomain protein 2, JRIEHT 2

BRE, IIB recognition element, I1IB iR o

Brgl, brahma-related gene 1, FXHLHEF 1

Brm 1, mammalian brahma 1, WZLah¥EER 1

BSA, bovine serum albumin, 4 [filiEEHEH

bZIP, basic leucine zipper, BRSPS

C/EBP, CCAAT enhancer-binding protein, CCAAT ®¥i8F4&4EH
CAGE, cap analysis gene expression, [E4r#rEEEE
cAMP, cyclic AMP, A —B§RRIGH
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CAT, chloramphenicol acetyltransferase, 5 & L BHERES

CBP, CREB-binding protein, CREB &4%&EH

ChIP, chromatin immunoprecipitation, 48R4 RETIE

ChIP-chip, ChIP-on-chip, JfRHEEiiie-mH

ChIP-Seq, chromatin immunoprecipitation sequencing, Y&{f 56 BEiie- T
CMV, cytomegalovirus, FZ0MifRE

CoA, coenzyme A, Hf§ A

CREB, cyclic AMP response element binding protein, cAMP W& GH44E
Cryo-EM, cryo-electron microscopy, iR H, 724

CTCF, CCCTC-binding factor, CCCTC-%5&H ¥

CTD, carboxy-terminal domain, #3E¥s55443

CTs, chromosomal territories, YLff{&is

Dam, DNA adenine methyltransferase, DNA JRIEM55 FH 2L Al
DEAE, diethylaminoethanol, —-Z &}t Z.B&

DFO, deferoxamine, =4k

DHFR, dihydrofolate reductase, — ‘&5

DMP, dimethyl pimelimidate, B¢ V2R F fE

DMR, differentially methylated region, 2Z3:H #H{pKX

DMS, dimethyl sulfate, #iEE — HHg

DMSO, dim ethyl sulfoxide, - — H B P,

DNMTs, DNA methyltransferases, DNA H RL55 52 B

do, H-bond donor, &gtk

DPE, downstream promoter element, Fi#a s+
DSIF, DRB-sensitivity inducing factor, DRB #/&tiESEF
DTT, dithiothreitol, —BiifBsE:

EEQO, electroendosmosis, H,HNB

ELISA, enzyme-linked immunosorbent assay, <55 B &
EMSA, electrophoretic mobility-shift assay, WK A 504041
ES cells, embryonic stem cell, FRRGT-40E

EST, expressed sequence tag, FiXFFIIRE

Exolll, exonuclease III, #MJjA%EREF 111

FACS, fluorescence-activated cell sorting, &G 40 401%
FAD, flavin adenine dinucleotide, % RIEM — BB

FISH, fluorescent in situ hybridization, ¢ Y& ZLAE

FRET, fluorescence resonance energy transfer, #YtitiRfEREH
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GFP, green fluorescent protein, {35 EEH

GIS, genome identification signature, F:PFZHUEEES

GPT, xanthine-guanine phospho ribosyltransferase, HIENK-5EXBEMZELELE
GR, glucocorticoid receptor, 7R E 2k

GSC, genome signature cloning, FERHKZ TTE

GST, glutathione-S transferase, Z&BtH K-S %HHEEE

GTF, general transcription factor, ¥ FHF

HA, influenza virus hemagglutinin, F/ENEMEEE

HAT, histone acetyltransferase, #4175 H Z B R

HBS, HEPES-buffered saline, HEPES-2% phh

HDAC, histone deacetylase, #H7EH & ZBi{LEE

HEK, human embryonic kidney, AMIE'S

HisD, histidinol dehydrogenase, 2R/ < K5

HIV-1, human immuno deficiency virus type 1, 1 % A KGR GG RE
HLH, helix-loop-helix, $&jE-# -1

HMG, high-mobility group, EiF#HEkE

HMGA, high-mobility group A, EiTBRE A

HMK, heart muscle kinase, .[» 3§

HMT, histone methyltransferase, 27 WXL

HPI, heterochromatin protein 1, B EEG 1

HPC, human polycomb protein, A ZHHEH

HPLC, high-pressure liquid chromatography, & %A %0
HS sites, hypersensitive sites, FEaURRAIE

HSF, heat shock factor, #W#H T

HSV-1, herpes simplex virus type 1, 1 Bl AiBBHE T
HSV-TK, herpes simplex virus thymidine kinase, BAZlRIZ T T KA
HTH, helix-turn-helix, BBHE-4 M-8 5E

HTP, hydroxyapatite, 38K A

IFN-8, interferon-8, B-FTE

Ig, immunoglobulin, HEFREH

IL, interleukin, EHAHMINE

Inr, initiator, FIET

IPTG, isopropyl-3-D-thiogalactopyranoside, 5 P#t-3-D-BifE 74
IRF, interferon regulatory factor, FHHEHWHHT
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K4, equilibrium dissociation constant, Y-#5f&ES &%
KID, kinase-inducible domain, EE§iESIR
KRAB, Kruppel-associated box, Kruppel ficA&

LBD, ligand-binding domain, WHi{&ZEE

LCR, locus control region, &P RE#EsH| X

LEF-1, lymphoid enhancer binding factor 1, JEEELESHF 1

LM-PCR, ligation-mediated polymerase chain reaction, 45 KRS RN
lod, logarithm-of-the odds, JLE&X %

LPS, lipopolysaccharide, J§Z&¥F

LSDI, lysine-specific demethylase, #i%%ER¥r A0 FF 205

LTR, long terminal repeat, {KRIGHEE

MALDI-TOF/TOF, matrix-assisted laser desorption/ionization time of flight/time of
flight, &5 BIBOLAREN /B AT R ]/ RATEY ]

MAR, matrix attachment region, FHHHEHX

MBD, methyl-binding domain, B3E55E

MBT, malignant brain tumor, 58

MDC1, mediator of DNA damage checkpoint protein, DNA {52 S B EHN KR 1

mDIP, methylated DNA immunoprecipitation, H #fk DNA % ITIE

Med, mediator, JEEEF

MEFs, mouse embryonic fibroblasts, /)N REGELEF 2420 f

MLA, methyl lysine analog, B EBIE BRI

MMTYV, mouse mammary tumor virus, /NERILIRIPERES

MNase, micrococcal nuclease, FRE1Z%EEES

MPG, magnetic particle concentrator, %Mk 4> B 4%

MPE, methidiumpropyl EDTA, 1RZJEBERE EDTA

MTE, motif ten element, Bi{&-+I54

MTX, methotrexate, &

N; RAUTP, 5- [N- (p-azidobenzoyl) -3-aminoallyl] -dUTP, 5-[ N-(p-B % 3 B Bk)-
FILENE ] -dUTP
NAD, nicotinamide adenine dinucleotide, tHEEM IRE —HEE

NE, nuclear extract, 1Z#EU4
NELF, negative elongation factor, i ZE{H K+

NF-«B, nuclear factor-«B, #%HF-«B
NFAT, nuclear factor of activated T-cells, &k T 4HREA%ZE T
NHPs, nonhistone proteins, IEZHEH
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Ni-NTA, nickel-nitrilotriacetic acid, $f-IREB K= 8
NMR, nuclear magnetic resonance, ZBiiLHE

NP-40, Nonidet P-40, T334 P-40

NPE, nucleosome positioning sequence, #Z%/IMEENFFI
NR, nuclear receptor, =k

OD, optical density, JCEE

ONPG, O—nitrophenyl—B—D—galactopyrandside, BB D-E A NEH
OP-Cu, O-phenanthroline-CuSQ,, O-4BIENEM-iER

ORF, open reading frame, W]{ZHE

PADI4, peptidylarginine deiminase 4, BKEIEE BRIV & 4

PAGE, polyacrylamide gel electrophoresis, 58 P4 B HcR 7 B, ik

PAH2, paired amphipathic helix 2 domain, BECXTHPEIRNE 2 L5418,

PBS, phosphate-buffered saline, B§ERZE nhh

PBV, packed bead volume, P&

Pc, polycomb, Z#i

PCR, polymerase chain reaction, %4 Btk N

PEAS, N- [ (2-pyridithio) ethyl] -4-azidosalicylamide, N- [ (2-fBEREAL) 23] -
A-BRK BB

PEG, polyethylene glycol, BZ, —#g

PEI, polyethyleneimine, 3 Z.4&W

PHD, plant homeodomain, #H4%[&] i

PIC, preinitiation complex, EBETE S

PKA, protein kinase A, ZEH ¥ A

PML-RARcL, promyelocytic leukemia-retinoic acid receptor-C, B 4h¥7 40 M [ M %% 4
FRZA-C

PMSF, phenylmethyl sulfonyl fluoride, 3B RAEBEE

Pol 11, RNA polymerase II, also abbreviated RNAP 1I, RNA B4 8 II, A #R
RNAP II

PRC1, polycomb repressive complex 1, Z#iNEE 5S4 1

PRC2, polycomb repressive complex 2, ZHiilEESH 2

PREs, polycomb repressive elements, ZHiil&]ta:

PRMT, protein arginine (R) methyltransferase, FHFABEEBE (R) HEELE

PSA, prostate-specific antigen, Bij#I54F R HEHLE

PVA, polyvinyl alecohol, BZ. 4R

RACE, rapid amplification of cDNA end, ‘{1 ¢cDNA K
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RAR, retinoic acid receptor, ZEFHERZ{A

RDRP, RNA-directed RNA polymerase, RNA #8538 RNA R4 iF

RITS, RNA-induced transcriptional silencing complex, RNA i8R FIRESY
RLGS, restriction landmark genomic scanning, FRFIMHEFRICHEIEAH
RLM-RACE, RNA ligase-mediated RACE, RNA &£/ 58 RACE

RNAi, RNA interference, RNA T3k

RT-PCR, reverse transcription polymerase chain reaction, X% F B4 EEE RN
RXR, retinoid X receptor, ZEHEE X 3%k

SAAB, selected and amplified binding site, EHEMP WHIZE SN A

SAGE, serial amplification of gene expression, FEHFEEHRF|P 18

SAM, S-adenosyl-L- [ methyl-* H] methionine, S-J#-L- [FH#*H]| HHER

SAR, scaffold-associated region, B L4 X

SCAP, SREBP cleavage-activating protein, SREBP-YJJEI&EEH

SDS, sodium dodecyl sulfate, + —keZkiiERaN

SDS-PAGE, sodium dodecyl sulfate-polyacrylamide gel electrophoresis, SDS-3 N 4% B
Feie B3 B v, Bk

SEAP, secreted alkaline phosphatase, 4> MEBRTEBEERES

SELEX, systematic evolution of ligands by exponential enrichment, 88 EERIARS
i 4

shRNA, short hairpin RNA, 4 %&3 RNA

SID, Sin3 interacting domain, Sin3 H.{EH

siRNA, small interfering RNA, /M3 RNA

SMART, switching mechanism at 5’ end of the RNA transcript, RNA #3324 5 85
KL

SRC1, steroid receptor coactivator 1, KE AL EIERF 1

SREBP, sterol response element binding protein, [EEENZ THEE5EH

STAT, signal transducer and activator of transcription, {555 S 5 TEEHF

SV40, simian virus 40, 3RIERFHEE 40

TAF, TBP-associated factor, TBP-}3&HF

TAF1, TATA box-binding protein-associated factor 1, TATA &4 EHMEEHTF 1
TAP, tandem affinity purification, E3EXZEFI4li{ilk

TAP-tag, tandem affinity purification tag, EHEESEFALIRE

TBP, TATA box-binding protein, TATA £%4%H

TCF-1, T-cell factor 1, T Zif8A+F 1

TCR-«, T-cell receptor o, T ZHMISZIK o

TdT, terminal transferase, R E



