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Figure 1. Cleavage of lactose by f-galactosidase. (Reprinted with permission from J. D. Watson,
Molecular Biology of the Gene, 2nd Ed., W. A. Benjamin, Inc., New York.)
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Figure 2. Genetic elements of the lac operon.



Reference
For detailed reading on the lac system, we refer the reader to

The Lactose Operon, J. R. Beckwith and D. Zipser, ed., Cold Spring Harbor
Laboratory, 1970.
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HAF (F factor)
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