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Official Symbel Bad and Name: Bel-associated death promd
Other Aliases: AT325008, Bbe2

Other Designatiens: OTTMUSPO0060017561
Chromosname: 19; Lovation: 19 A

Annotation: Chromoseme 19, NC_000085 5 (7016345 7026383
GenelD: 12013

: BAD

Official Symbol BAD and Name: BCL2-antagonist of cell death [Homo sapiens]

Other Aliases: BBC2, BCL2LR

Otlrer Designations: BCL-XBCL-2 binding protein; BCL2-antagonist of cell death protein; BCL2-binding component 6; BCLZ-binding protein
Chromosome: 11, Location: 11g131

Annotation: Chromosome 11, NC_000011 8 (63793878, 63808740, complement}

MMIM: 603167

Genell:; 572

[13: Bad

Official Symbol Bad and Name: bcl2-associated death promoter [Rarzus norvegicus)
Other Aliases: MGC72439

Oiher Designations: bal-2 associated death agonist

Chromosome: | Location: 1g43

Anmetation: Chromosome 1, NC_005100.2 (209617
GenelD: 64639

Official Symbol Bel2ll and Name: Bel2-like 1 {Mus musendus)

Other Aliases: RP23-106A3 4, BeX)L, Bel-XL, Bel-Xs, Bel2l BelX, MGC113803, MGC99998, bel-x
Other Desigaations: B-cell leukemiatymph x; OTTMUSPO0G0000 16850; anti-apoptosis regulatory protein
Chromosome: 2; Location: 2875 M

Ansotation: Chromosome 2. NC_000068.6 (152606404, 152637418, complement)

GaopelD: 12048

[£11: Bad Bok death [ Mus 1
GenelD: 12015 updated 22- Ju-2008
Summary : - *$3 <
Symbol LS
o o srovided by MGL 3
1
Official Full Name Bcl-associated death promoter sravided by MG1 :
Primary source MGL: 1096330 <
See related En: L ENSMUSGS 00024959 :
Gene type protein coding ¢
RefSeq status PROVISIONAL ; s =
Organism Mus musculis . A - i, SRR R, Yu
Lineage FEukaryots; Metazoa; Chordata; Craniata; Euthenia; ires; Glires; Rodentia; 3
Scivrognath; Muroidea; Muridae; Murinae; Mus :
Also known as Bbc2; AI325008 b
*
Genomic regions, e . ; T B4
N FEZERA |k
e details Try wur nev Seavuncs Yisswr £
reference sequence D
e PO ALEL R
3 =
7
A s
[eep [y x
msevmeged * ’ﬂ‘_ﬂé&kiﬂ Lo0eRIBI0e) L
B - xolims reston, R mtcamiuted.resien v
E
13
- - : e = ¢
Genomic context e | )
Ses Bad in MacVieesr
chromosome: 19; Locations 19 A " E%Egﬂc}: B{J
»
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Related Articles in PubMed . . Pubmed J:H(J
PubMed links HRICE

GeneRiFs: Gena References Into Function
| [ % Refdinbatacalis lod to 2 striking loss of Bad phasshorylation ak sarin 112 snd an incraase in tha protain lavels of both Bad and Bax
[® 2 Thess fincings provide genstic proo! of the bifunctional activities of BAD in both beta cell aurdival and insulin saciabian.

+ The proapoptotic protein Bad is @ kev plaver in cell survival decsions. and is ragulated post-transiationslly by several signaling netwarks.

FNTHREAR K
E =B

. combination of proteomics, genstics and physiology Indicates an unantic pated role for BAD In integrating pathways of glutose metabolism and apoptosis

@
s

. PP2A dephozphoryistion of pSeri12 is the key iniliating event ragulsting the sctivation of BAD during interlaukin-3 withdrswal-induced spoptosis

BAD phosphorlation protects cails from the deletarious affacts of apoptotic stimull and altenuates death pathuay signaling by raising the threshold at which
mitochandria release cytoshrome ¢ to inducs call death

B B
»

- col ular cholesternl biosynthesis is critical for the activation and maintenance of the Akt-Bad cell survival cascade in reascnse to growth factors such ms insulin

)
“

8. All three Pim kinase family members predominsntly phosphorylate Bad on Ser112 and (n addition sre capable of phosphorylating Bad on multiple sites
aasociated with the inhibition of the pro-apopeatic function of Bad in HEK-293 cells.

- activation by therapeutic inhibition of epidermal growth factor teceptor ard transactivetion by irsulin-like growh factor recaptor

T

Alleles of this type are documented at Mouse Genome Tnformatics (MGI)

« Targeted (knock-out) {1) 1 citation
+ Targeted {knock-inj (2) 2 citations

Interactions

product  Iaterac Other Gene Complex
Akt interacts with and phosphorylates Bad.

NP_031548.1 NP_033971.1 : e T ooy s
Bad interacts with Bol-XL. This interaction was modelled on a demanstrated intaraction between mouse Bad and human Bcl
e il

General gene information

Markers
Bad{e-PCR)
Links

: UniSTS:141193
Alternate name: MG1: 1205887

Al325008(e-PCR)
Links: UpiSTS:
Alternate name: 415178
| Bad{e-PCR}
i Liriks: :
Alternate name: MG1;1933317
NoName(e-PCR)
Links; UniSTS:461852
Alternate namea: MG1:3050444
Genotypes
See Bad SNP GeneView Report
Pathways

KEGG pathway: Amyotrophic lateral sclerosis (ALS) SO T
ol S5 S RN
KEGG pathway: Apoptosis

04210
KEGG pathway: Chronic myeloid leukentia
05220

KEGG pathway: Colorectal cancer
05210
KEGG pathway: Endometrial cancer
95213 )
KEGG pathway: ErbB signaling pathway
KEGG pathway: Fecal adhesion
04510
KEGG pathway: Insulin signaling pathway
KEGG pathway: Melanoma
05218 )
KEGG pathway: Meurodegenerative Discrders
Q1510
KEGG pathway: Mon-small cell lung cancer
95223 P
KEGG pathway: Pancreatic cancer
95212
KEGG pathway: Prostate cancer

KEGG pathway: VEGF signaling pathway
04370 -

7.



