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A= absorbance 0 6 B

A, =absorbance at xxx nm xxx R P T BRI
ABTS=2,2'-azinobis (3-ethylbenzothiazoline-6-sulfonic acid)

2,2"-F F AT (3-Z HH I w ol v mk-6-TEERD

Amp® =ampicillin or carbenicillin resistance EXEBERRETEER DN
ANP= atrial naturetic peptide Lo B3 F G RK
AP=alkaline phosphatase WA R A
BLAST==basic local alignment search tool R¥EEREEIL
bp=base pair (s) WS
BSA=bovine serum albumin AMmEAEA
CCC-dsDNA=covalently closed circular double-stranded DNA A4S 4 DNA
CD=circular dichroism B =i
c¢DNA = complementary DNA . HAMNREBER R
CDR= complementarity determining region B e X
Cfu=colony forming unit (s) =859 4: XA
Cy =heavy chain constant region (of an antibody) Gk BESEEK
C. =light chain constant region (of an antibody) Gk BEELSK
DEPC=diethylpyrocarbonate B LB
DMEM=Dulbecco’s modified eagle’ medium Dulbecco 5B i) eagle 3 FH 2
DMSO= dimethyl sulfoxide _RETHR
dNTPs=deoxyribonucleotide triphosphates REZHE T B =98
DS-Ab=disease-specific antibodies TR RS
dsDNA=double-stranded DNA DR AR ER
DTT=dithiothreitol AR
dU-ssDNA = Uracil-containing single-stranded DNA TRERFTHREREEHEER
EDTA = ethylenediamisetetraacetic acid LMz
EGF=epidermal growth factor HELERKET
ELISA=enzyme-linked immunosorbant assay ERBX 5 0% 6} s ok
EPO= erythropoeitin RaOmmt mE
EST=expressed sequence tag R RERE
Fab=antigen-binding antibody fragment comprising VyCy1 and VL. Cp AFE VaCal M1 VLG BILESES B
Fc=constant region of an antibody fifEEX

Ff=1{family of filamentous E. coli phage comprising fl, M13 and {d
RBHELRBEERE, L% {1, M13, id
FR=framework region (of an antibody Vy or V. domain) BFRE Gk Vu R Ve SH8I8)

FWa=Factor V[a EHEEMAEFVa
Hepes= N-[2-hydroxyethyl] piperazine-N'-[ 2-ethanesulfonic acid] N-(2-8Z %) I B-N-2-BREHEB)



hGH =human growth hormone

HRP=horse radish peroxidase
IAA=isoamyl alcohol

IAS phage=immunity affinity selected phage
IG=intergenic regions (of Ff phage genome)
1gG=immunoglobulin G
IgM=immunoglobulin M
IMAC=immobilized metal ion affinity chromatography
IPTG=isopropyl g-D-thiogalactoside

Ju =heavy chain joining fragment
Kan=kanamycin

K, =dissociation constant

k. = dissociation rate constant

k.. = association rate constant
LB=Luria-Bertani medium
mAb=monoclonal antibody

MBP=maltose binding protein
MLB=magnesium containing lysis buffer
Moi=multiplicity of infection

MTA =materials transfer agreement
MTI=mustard trypsin inhibitor

NHS= N-hydroxysuccinimide
Ni-NTA=nickel-nitrilo-triacetic acid
OD=optical density (absorbance)

OD, =optical density (absorbance) at xxx nm
OPD=o-phenylenediamine

Pl =filamentous phage minor capsid protein
PVl =filamentous phage major capsid protein
P, =alkaline phosphatase promoter
PAGE=polyacrylamide gel electrophoresis
PBL = peripheral blood lymphocyte (s)
PBS=phosphate buffered saline

PCR= polymerase chain reaction
PDB=protein data bank

PEG = polyethylene glycol

Pfu=plaque forming unit (s)

pNPP= p-nitrophenyl phosphate
PS=packaging signal (of Ff phage genome)
R=resistance/resistant

RACE= rapid amplification of ¢cDNA ends
RF=replicative form (of Ff phage genome)
RPAS=recombinant phage antibody system
RT=room temperature

RU=resonance units
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scFv=single-chain Fv (V4 + V) antibody fragment

SDS=sodium dodecyl sulfate

SDS-PAGE=SDS polyacrylamide gel electrophoresis

SH3 = Src homology 3

SPR=surface plasmon resonance
ssDNA=single-stranded DNA

StEP=staggered extension process

Tet® = tetracycline resistance

TF=tissue factor

TMB=3,3,5,5 -tetramethyl benzidine
TU=transducing unit (s)

UV=ultraviolet

V-gene= antibody variable region gene

Vi =heavy chain variable region {of an antibody)
V. =light chain variable region (of an antibody)
Wt=wild type

Wt-UBQ-phage= wild-type ubiquitin-phage
X-gal=5-bromo-4-chlore-3-indolyl-g-D-galactoside
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